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<210> 
<211> 
<212> 
<213> 


1 

1285 
DNA 

DROSOPHILA MELANOG ASTER DOR62 








<400> 1 
atggagaagc 


aagaggattt 


caaactgaac 


acccacagtg 


ctgtgtacta 


ccactggcgc 


60 


gtttgggagc 


tcactggcct 


gatgcgtcct 


ccgggcgttt 


caagcctgct 


ttacgtggta 


12 0 


tactccatta 


cggtcaactt 


ggtggtcacc 


gtgctgtttc 


ccttgagctt 


gctggccagg 


180 


ctgctgttca 


ccaccaacat 


ggccggattg 


tgcgagaacc 


tgaccataac 


tattaccgat 


24 0 


attgtggcca 


atttgaagtt 


tgcgaatgtg 


tacatggtga 


ggaagcagct 


ccatgagatt 


3 0 0 


cgctctctcc 


taaggctcat 


ggacgctaga 


gcccggctgg 


tgggcgatcc 


cgaggagatt 


360 


tctgccttga 


ggaaggaagt 


gaatatcgca 


cagggcactt 


tccgcacctt 


tgccagtatt 


42 0 


ttcgtatttg 


gcactacttt 


gagttgcgtc 


cgcgtggtcg 






4 8 0 


ctgtatccgg 


cctggttcgg 


cgttgactgg 


atgcactcca 


ccagaaacta 


tgtgctcatc 


54 0 


aatatctacc 


agctcttcgg 


cttgatagtg 


caggctatac 


agaactgcgc 


tagtgactcc 


600 


tatccgcctg 


cgtttctctg 


cctgctcacg 


ggtcatatgc 


gtgctttgga 


gctgagggtg 


660 


cggcggattg 


gctgcaggac 


ggaaaagtcc 


aataaagggc 


agacatatga 


agcctggcgg 


720 


gaggaggtgt 


accaggaact 


catcgagtgc 


atccgcgatc 


tggcgcgggt 


ccatcggctg 


780 


agggagatca 


ttcagcgggt 


cctttcagtg 


ccctgcatgg 


cccagttcgt 


ctgctccgcc 


840 


gccgtccagt 


gtaccgtcgc 


catgcacttc 


ctgtacgtag 


cggatgacca 


cgaccacacc 


900 



1- 



Applicants: Leslie B, Vosshall, et al. 
U.S. Serial No.: 09/932,227 
Filed: August 17, 2001 
Exhibit 1 



• 



gccatgatca tctcgattgt atttttctcg gccgtcacct tggaggtgtt tgtaatctgc 960 

tattttgggg acaggatgcg gacacagagc gaggcgctgt gcgatgcctt ctacgattgc 1020 

aactggatag aacagctgcc caagttcaag cgcgaactgc tcttcaccct ggccaggacg 1080 

cagcggcctt ctcttattta cgcaggcaac tacatcgcac tctcgctgga gaccttcgag 1140 

caggtcatga ggttcacata ctctgttttc acactcttgc tgagggccaa gtaagaactt 1200 

tataatctct ttttggggag aaaaatttta aagcacaata gcagaaaaat atatcagata 1260 

atataacaaa aaaaaaaaaa aaaaa 128 5 



<210> 2 
<211> 397 
<212> PRT 

<213> DROSOPHILA MELANOGASTER DOR 6 2 
<400> 2 

Met Glu Lys Gin Glu Asp Phe Lys Leu Asn Thr His Ser Ala Val Tyr 
15 10 15 

Tyr His Trp Arg Val Trp Glu Leu Thr Gly Leu Met Arg Pro Pro Gly 
20 25 30 

Val Ser Ser Leu Leu Tyr Val Val Tyr Ser lie Thr Val Asn Leu Val 
35 40 45 

Val Thr Val Leu Phe Pro Leu Ser Leu Leu Ala Arg Leu Leu Phe Thr 
50 55 60 

Thr Asn Met Ala Gly Leu Cys Glu Asn Leu Thr lie Thr lie Thr Asp 
65 70 75 80 

lie Val Ala Asn Leu Lys Phe Ala Asn Val Tyr Met Val Arg Lys Gin 
85 90 95 

Leu His Glu lie Arg Ser Leu Leu Arg Leu Met Asp Ala Arg Ala Arg 
100 105 110 

Leu Val Gly Asp Pro Glu Glu He Ser Ala Leu Arg Lys Glu Val Asn 
115 120 125 

He Ala Gin Gly Thr Phe Arg Thr Phe Ala Ser He Phe Val Phe Gly 
130 135 140 

Thr Thr Leu Ser Cys Val Arg Val Val Val Arg Pro Asp Arg Glu Leu 
145 150 155 160 

Leu Tyr Pro Ala Trp Phe Gly Val Asp Trp Met His Ser Thr Arg Asn 
165 170 175 



2 



Tyr Val Leu lie Asn lie Tyr Gin Leu Phe Gly Leu lie Val Gin Ala 
180 185 190 

lie Gin Asn Cys Ala Ser Asp Ser Tyr Pro Pro Ala Phe Leu Cys Leu 
195 200 205 

Leu Thr Gly His Met Arg Ala Leu Glu Leu Arg Val Arg Arg lie Gly 
210 215 220 

Cys Arg Thr Glu Lys Ser Asn Lys Gly Gin Thr Tyr Glu Ala Trp Arg 
225 230 235 240 

Glu Glu Val Tyr Gin Glu Leu lie Glu Cys lie Arg Asp Leu Ala Arg 
245 250 255 

Val His Arg Leu Arg Glu lie lie Gin Arg Val Leu Ser Val Pro Cys 
260 265 270 

Met Ala Gin Phe Val Cys Ser Ala Ala Val Gin Cys Thr Val Ala Met 
275 280 285 

His Phe Leu Tyr Val Ala Asp Asp His Asp His Thr Ala Met lie lie 
290 295 300 

Ser lie Val Phe Phe Ser Ala Val Thr Leu Glu Val Phe Val lie Cys 
305 310 315 320 

Tyr Phe Gly Asp Arg Met Arg Thr Gin Ser Glu Ala Leu Cys Asp Ala 
325 330 335 

Phe Tyr Asp Cys Asn Trp lie Glu Gin Leu Pro Lys Phe Lys Arg Glu 
340 345 350 

Leu Leu Phe Thr Leu Ala Arg Thr Gin Arg Pro Ser Leu lie Tyr Ala 
355 360 365 

Gly Asn Tyr lie Ala Leu Ser Leu Glu Thr Phe Glu Gin Val Met Arg 
370 375 380 

Phe Thr Tyr Ser Val Phe Thr Leu Leu Leu Arg Ala Lys 
385 390 395 

<210> 3 
<211> 1499 
<212> DNA 

<213> DROSOPHILA MELANOGASTER DOR104 
<400> 3 

gaattcggca cgagcagtcg atggccagtc ttcagttcca cggcaacgtc gatgcggaca 60 
tcaggtatga tattagcctg gatccggcta gggaatcgaa tctcttccgt ctgctaatgg 12 0 
gactccagtt ggcgaatggc acgaagccat cgccgcggtt acccaaatgg tggccaaagc 18 0 
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ggctggaaat gattggtaaa gtgctgccca aagcctattg ttccatggtg attttcacct 240 

ccctgcattt gggtgtcctg ttcacgaaaa ccacactgga tgtcctgccg acgggggagc 3 00 

tgcaggccat aacggatgcc ctcaccatga ccataatata ctttttcacg ggctacggca 3 60 

ccatctactg gtgcctgcgc tcccggcgcc tcttggccta catggagcac atgaaccggg 420 

agtatcgcca tcattcgctg gccggggtga cctttgtgag tagccatgcg gcctttagga 4 80 

tgtccagaaa cttcacggtg gtgtggataa tgtcctgcct gctgggcgtg atttcctggg 540 

gcgtttcgcc actgatgctg ggcatccgga tgctgccgct ccaatgttgg tatcccttcg 600 

acgccctggg tcccggcaca tatacggcgg tctatgctac acaacttttc ggtcagatca 660 

tggtgggcat gacctttgga ttcgggggat cactgtttgt caccctgagc ctgctactcc 720 

tgggacaatt cgatgtgctc tactgcagcc tgaagaacct ggatgcccat accaagttgc 780 

tgggcgggga gtctgtaaat ggcctgagtt cgctgcaaga ggagttgctg ctgggggact 840 

cgaagaggga attaaatcag tacgttttgc tccaggagca tccgacggat ctgctgagat 900 

tgtcggcagg acgaaaatgt cctgaccaag gaaatgcgtt tcacaacgcc ttggtggaat 960 

gcattcgctt gcatcgcttc attctgcact gctcacagga gttggagaat ctattcagtc 1020 

catattgtct ggtcaagtca ctgcagatca cctttcagct ttgcctgctg gtctttgtgg 1080 

gcgtttcggg tactcgagag gtcctgcgga ttgtcaacca gctacagtac ttgggactga 1140 

ccatcttcga gctcctaatg ttcacctatt gtggcgaact cctcagtcgg catagtattc 1200 

gatctggcga cgccttttgg aggggtgcgt ggtggaagca cgcccatttc atccgccagg 12 60 

acatcctcat ctttctggtc aatagtagac gtgcagttca cgtgactgcc ggcaagtttt 1320 

atgtgatgga tgtgaatcgt ctaagatcgg ttataacgca ggcgttcagc ttcttgactt 13 80 

tgctgcaaaa gttggctgcc aagaagacgg aatcggagct ctaaactggt accacgcatc 1440 

gatatttatt tagcgcatta aaaaaaagtc gagtaaaagc aaaaaaaaaa aaaaaaaaa 14 99 

<210> 4 
<211> 467 
<212> PRT 

<213> DROSOPHILA MELANOGASTER DOR104 
<400> 4 

Met Ala Ser Leu Gin Phe His Gly Asn Val Asp Ala Asp lie Arg Tyr 
15 10 15 



4 



Asp lie Ser Leu Asp Pro Ala Arg Glu Ser Asn Leu Phe Arg Leu Leu 
20 25 30 



Met Gly Leu Gin Leu Ala Asn Gly Thr Lys Pro Ser Pro Arg Leu Pro 
35 40 45 

Lys Trp Trp Pro Lys Arg Leu Glu Met He Gly Lys Val Leu Pro Lys 
50 55 60 

Ala Tyr Cys Ser Met Val He Phe Thr Ser Leu His Leu Gly Val Leu 
65 70 75 80 

Phe Thr Lys Thr Thr Leu Asp Val Leu Pro Thr Gly Glu Leu Gin Ala 
85 90 95 

He Thr Asp Ala Leu Thr Met Thr He He Tyr Phe Phe Thr Gly Tyr 
100 105 110 

Gly Thr He Tyr Trp Cys Leu Arg Ser Arg Arg Leu Leu Ala Tyr Met 
115 120 125 

Glu His Met Asn Arg Glu Tyr Arg His His Ser Leu Ala Gly Val Thr 
130 135 140 

Phe Val Ser Ser His Ala Ala Phe Arg Met Ser Arg Asn Phe Thr Val 
145 150 155 160 

Val Trp He Met Ser Cys Leu Leu Gly Val He Ser Trp Gly Val Ser 
165 170 175 

Pro Leu Met Leu Gly He Arg Met Leu Pro Leu Gin Cys Trp Tyr Pro 
180 185 190 

Phe Asp Ala Leu Gly Pro Gly Thr Tyr Thr Ala Val Tyr Ala Thr Gin 
195 200 205 

Leu Phe Gly Gin He Met Val Gly Met Thr Phe Gly Phe Gly Gly Ser 
210 215 220 

Leu Phe Val Thr Leu Ser Leu Leu Leu Leu Gly Gin Phe Asp Val Leu 
225 230 235 240 

Tyr Cys Ser Leu Lys Asn Leu Asp Ala His Thr Lys Leu Leu Gly Gly 
245 250 255 

Glu Ser Val Asn Gly Leu Ser Ser Leu Gin Glu Glu Leu Leu Leu Gly 
260 265 270 

Asp Ser Lys Arg Glu Leu Asn Gin Tyr Val Leu Leu Gin Glu His Pro 
275 280 285 

Thr Asp Leu Leu Arg Leu Ser Ala Gly Arg Lys Cys Pro Asp Gin Gly 
290 295 300 

Asn Ala Phe His Asn Ala Leu Val Glu Cys He Arg Leu His Arg Phe 
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305 310 315 320 

lie Leu His Cys Ser Gin Glu Leu Glu Asn Leu Phe Ser Pro Tyr Cys 
325 330 335 

Leu Val Lys Ser Leu Gin lie Thr Phe Gin Leu Cys Leu Leu Val Phe 
340 345 350 

Val Gly Val Ser Gly Thr Arg Glu Val Leu Arg lie Val Asn Gin Leu 
355 360 365 

Gin Tyr Leu Gly Leu Thr lie Phe Glu Leu Leu Met Phe Thr Tyr Cys 
370 375 380 

Gly Glu Leu Leu Ser Arg His Ser lie Arg Ser Gly Asp Ala Phe Trp 
385 390 395 400 

Arg Gly Ala Trp Trp Lys His Ala His Phe lie Arg Gin Asp lie Leu 
405 410 415 

lie Phe Leu Val Asn Ser Arg Arg Ala Val His Val Thr Ala Gly Lys 
420 425 430 

Phe Tyr Val Met Asp Val Asn Arg Leu Arg Ser Val lie Thr Gin Ala 
435 440 445 

Phe Ser Phe Leu Thr Leu Leu Gin Lys Leu Ala Ala Lys Lys Thr Glu 
450 455 460 

Ser Glu Leu 
465 

<210> 5 
<211> 1556 
<212> DNA 

<213> DROSOPHILA MELANOGASTER DOR87 
<400> 5 

ggcacgaggc ttatagaaag tgccgagcaa tgacaatcga ggatatcggc ctggtgggca 60 
tcaacgtgcg gatgtggcga cacttggccg tgctgtaccc cactccgggc tccagctggc 120 
gcaagttcgc cttcgtgctg ccggtgactg cgatgaatct gatgcagttc gtctacctgc 180 
tgcggatgtg gggcgacctg cccgccttca ttctgaacat gttcttcttc tcggccattt 240 
tcaacgccct gatgcgcacg tggctggtca taatcaagcg gcgccagttc gaggagtttc 3 00 
tcggccaact ggccactctg ttccattcga ttctcgactc caccgacgag tgggggcgtg 3 60 
gcatcctgcg gagggcggaa cgggaggctc ggaacctggc catccttaat ttgagtgcct 420 
ccttcctgga cattgtcggt gctctggtat cgccgctttt cagggaggag agagctcatc 480 
ccttcggcgt agctctacca ggagtgagca tgaccagttc acccgtctac gaggttatct 540 
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acttggccca 


actgcctacg 


cccctgctgc 


tgtccatgat 


gtacatgcct 


ttcgtcagcc 


tttttgccgg 


cctggccatc 


tttgggaagg 


ccatgctgca 


gatcctggta 


cacaggctgg 


gccagattgg 


cggagaagag 


cagtcggagg 


aggagcgctt 


ccaaaggctg 


gcctcctgca 


ttgcgtacca 


cacgcaggtg 


atgcgctatg 


tgtggcagct 


caacaaactg 


gtggccaaca 


ttgtggcggt 


ggaagcaatt 


atttttggct 


cgataatctg 


ctcactgctc 


ttctgtctga 


atattataac 


ctcacccacc 


caggtgatct 


cgatagtgat 


gtacattctg 


accatgctgt 


acgttctctt 


cacctactac 


aatcgggcca 


atgaaatatg 


cctcgagaac 


aaccgggtgg 


cggaggctgt 


ttacaatgtg 


ccctggtacg 


aggcaggaac 


tcggtttcgc 


aaaaccctcc 


tgatcttctt 


gatgcaaaca 


caacacccga 


tggagataag 


agtcggcaac 


gtttacccca 


tgacattggc 


catgttccag 


agtctgttga 


atgcgtccta 


ctcctacttt 


accatgctgc 


gtggcgtcac 


cggcaaatga 


gctgaaagac 


cgaaaaaacc 


ggagtatccc 


cttccatatt 


ccccctgctc 


ctttattttc 


ctttcctttt 


ccctttccgt 


tttcccattc 


gcttttccag 


caatccgggt 


aatgcaaaaa 


gttgttgctg 


gctgtggtcc 


tggctgcttg 


tttggcattt 




gtcgtttgaa 


aggatttaat 


cqqactqctq 


gcacggagtc 


ggcatcctgg 


ctcctggatc 


ctggcatgca 


aatagttggc 


ttcttagatt 


gttacacaaa 


atagattgta 


gattgcagct 


gaatgttgtg 


cttggaataa 


agtcaaaagg 


atgtggagtc 


ggcccaaggc 


tctgcccatt 


ctgtttgctc 


gggatgcccg 


aaagtatgaa 


aaaaaaaaaa 


aaaaaa 



<210> 6 
<211> 376 
<212> PRT 

<213> DROSOPHILA MELANOGASTER DOR87 
<400> 6 

Met Thr He Glu Asp He Gly Leu Val Gly He Asn Val Arg Met Trp 
15 10 15 

Arg His Leu Ala Val Leu Tyr Pro Thr Pro Gly Ser Ser Trp Arg Lys 
20 25 30 

Phe Ala Phe Val Leu Pro Val Thr Ala Met Asn Leu Met Gin Phe Val 
35 40 45 

Tyr Leu Leu Arg Met Trp Gly Asp Leu Pro Ala Phe He Leu Asn Met 
50 55 60 



600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1556 
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Phe Phe Phe Ser Ala lie Phe Asn Ala Leu Met Arg Thr Trp Leu Val 
65 70 75 80 

lie lie Lys Arg Arg Gin Phe Glu Glu Phe Leu Gly Gin Leu Ala Thr 
85 90 95 

Leu Phe His Ser lie Leu Asp Ser Thr Asp Glu Trp Gly Arg Gly lie 
100 105 110 

Leu Arg Arg Ala Glu Arg Glu Ala Arg Asn Leu Ala lie Leu Asn Leu 
115 120 125 

Ser Ala Ser Phe Leu Asp lie Val Gly Ala Leu Val Ser Pro Leu Phe 
130 135 140 

Arg Glu Glu Arg Ala His Pro Phe Gly Val Ala Leu Pro Gly Val Ser 
145 150 155 160 

Met Thr Ser Ser Pro Val Tyr Glu Val lie Tyr Leu Ala Gin Leu Pro 
165 170 175 

Thr Pro Leu Leu Leu Ser Met Met Tyr Met Pro Phe Val Ser Leu Phe 
180 185 190 

Ala Gly Leu Ala lie Phe Gly Lys Ala Met Leu Gin lie Leu Val His 
195 200 205 

Arg Leu Gly Gin lie Gly Gly Glu Glu Gin Ser Glu Glu Glu Arg Phe 
210 215 220 

Gin Arg Leu Ala Ser Cys lie Ala Tyr His Thr Gin Val Met Arg Tyr 
225 230 235 240 

Val Trp Gin Leu Asn Lys Leu Val Ala Asn lie Val Ala Val Glu Ala 
245 250 255 

lie He Phe Gly Ser He lie Cys Ser Leu Leu Phe Cys Leu Asn He 
260 265 270 

He Thr Ser Pro Thr Gin Val He Ser He Val Met Tyr He Leu Thr 
275 280 285 

Met Leu Tyr Val Leu Phe Thr Tyr Tyr Asn Arg Ala Asn Glu He Cys 
290 295 300 

Leu Glu Asn Asn Arg Val Ala Glu Ala Val Tyr Asn Val Pro Trp Tyr 
305 310 315 320 

Glu Ala Gly Thr Arg Phe Arg Lys Thr Leu Leu He Phe Leu Met Gin 
325 330 335 

Thr Gin His Pro Met Glu He Arg Val Gly Asn Val Tyr Pro Met Thr 
340 345 350 

Leu Ala Met Phe Gin Ser Leu Leu Asn Ala Ser Tyr Ser Tyr Phe Thr 
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Met Leu Arg Gly Val Thr Gly Lys 
370 375 

<210> 7 
<211> 1338 
<212> DNA 

<213> DROSOPHILA MELANOGASTER DOR53 
<400> 7 

tcaaacaaag ccacggacaa gatgttaagc aagttttttc cccacataaa agaaaagcca 60 

ttgagcgagc gggttaagtc ccgagatgcc ttcatttact tggatcgggt gatgtggtcc 12 0 

tttggctgga cagagcctga aaacaaaagg tggatccttc cttataaact gtggttagcg 180 

ttcgtgaaca tagtaatgct catccttctg ccgatctcga taagcatcga gtacctccac 240 

cgatttaaaa ccttctcggc gggggagttc cttagttccc tcgagattgg agtcaacatg 3 00 

tacggaagct cttttaagtg cgccttcacc ttgattggat tcaagaaaag acaggaagct 3 60 

aaggttttac tggatcagct ggacaagaga tgccttagcg ataaggagag gtccactgtt 420 

catcgctatg tcgccatggg aaactttttc gatattttgt atcacatttt ttactccacc 480 

ttcgtggtaa tgaacttccc gtattttctg cttgagagac gccatgcttg gcgcatgtac 540 

tttccatata tcgattccga cgaacagttt tacatctcca gcatcgccga gtgttttctg 600 

atgacggagg ccatctacat ggatctctgt acggacgtgt gtcccttgat ctccatgctt 660 

atggctcgat gccacatcag cctcctgaaa cagcgactga gaaatctccg atcgaagcca 720 

ggaaggaccg aagatgagta cttggaggag ctcaccgagt gcattcggga tcatcgattg 7 80 

ctattggact atgttgacgc attgcgaccc gtcttttcgg gaaccatttt tgtgcagttc 840 

ctcctgatcg gtactgtact gggtctctca atgataaatc taatgttctt ctcgacattt 900 

tggactggtg tcgccacttg cctttttatg ttcgacgtgt ccatggagac gttccccttt 960 

tgctatttgt gcaacatgat tatcgatgac tgccaggaaa tgtccaattg cctctttcaa 1020 

tcggactgga cctctgccga tcgtcgctac aaatccactt tggtatactt tcttcacaat 1080 

cttcagcaac ccattactct cacggctggt ggagtgtttc ctatttccat gcaaacaaat 1140 

ttggctatgg tgaagctggc attttctgtg gttacggtaa ttaagcaatt taacttggcc 12 00 

gaaaggtttc aataagttga gagggacgag ctctgctact attatattat atattatatt 1260 

atattatata tatattattt tatattatat attgctgtac cctaataaat atttagtaat 1320 
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aaaaaaaaaa aaaaaaaa 



1338 



<210> 8 
<211> 397 
<212> PRT 

<213> DROSOPHILA MELANOGAS TER DOR53 
<400> 8 

Met Leu Ser Lys Phe Phe Pro His lie Lys Glu Lys Pro Leu Ser Glu 
15 10 15 

Arg Val Lys Ser Arg Asp Ala Phe lie Tyr Leu Asp Arg Val Met Trp 
20 25 30 

Ser Phe Gly Trp Thr Glu Pro Glu Asn Lys Arg Trp lie Leu Pro Tyr 
35 40 45 

Lys Leu Trp Leu Ala Phe Val Asn lie Val Met Leu lie Leu Leu Pro 
50 55 60 

lie Ser lie Ser lie Glu Tyr Leu His Arg Phe Lys Thr Phe Ser Ala 
65 70 75 80 

Gly Glu Phe Leu Ser Ser Leu Glu He Gly Val Asn Met Tyr Gly Ser 
85 90 95 

Ser Phe Lys Cys Ala Phe Thr Leu He Gly Phe Lys Lys Arg Gin Glu 
100 105 110 

Ala Lys Val Leu Leu Asp Gin Leu Asp Lys Arg Cys Leu Ser Asp Lys 
115 120 125 

Glu Arg Ser Thr Val His Arg Tyr Val Ala Met Gly Asn Phe Phe Asp 
130 135 140 

He Leu Tyr His He Phe Tyr Ser Thr Phe Val Val Met Asn Phe Pro 
145 150 155 160 

Tyr Phe Leu Leu Glu Arg Arg His Ala Trp Arg Met Tyr Phe Pro Tyr 
165 170 175 

He Asp Ser Asp Glu Gin Phe Tyr He Ser Ser He Ala Glu Cys Phe 
180 185 190 

Leu Met Thr Glu Ala He Tyr Met Asp Leu Cys Thr Asp Val Cys Pro 
195 200 205 

Leu He Ser Met Leu Met Ala Arg Cys His He Ser Leu Leu Lys Gin 
210 215 220 

Arg Leu Arg Asn Leu Arg Ser Lys Pro Gly Arg Thr Glu Asp Glu Tyr 
225 230 235 240 
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Leu Glu Glu Leu Thr Glu Cys lie Arg Asp His Arg Leu Leu Leu Asp 
245 250 255 

Tyr Val Asp Ala Leu Arg Pro Val Phe Ser Gly Thr lie Phe Val Gin 
260 265 270 

Phe Leu Leu lie Gly Thr Val Leu Gly Leu Ser Met lie Asn Leu Met 
275 280 285 

Phe Phe Ser Thr Phe Trp Thr Gly Val Ala Thr Cys Leu Phe Met Phe 
290 295 300 

Asp Val Ser Met Glu Thr Phe Pro Phe Cys Tyr Leu Cys Asn Met lie 
305 310 315 320 

lie Asp Asp Cys Gin Glu Met Ser Asn Cys Leu Phe Gin Ser Asp Trp 
325 330 335 

Thr Ser Ala Asp Arg Arg Tyr Lys Ser Thr Leu Val Tyr Phe Leu His 
340 345 350 

Asn Leu Gin Gin Pro lie Thr Leu Thr Ala Gly Gly Val Phe Pro lie 
355 360 365 

Ser Met Gin Thr Asn Leu Ala Met Val Lys Leu Ala Phe Ser Val Val 
370 375 380 

Thr Val lie Lys Gin Phe Asn Leu Ala Glu Arg Phe Gin 
385 390 395 

<210> 9 

<211> 1321 

<212> DNA 

<213> DROSOPHILA MELANOGASTER DOR67 



<400> 9 
ggcacgagga 


aatgttaagc 


cagttctttc 


cccacattaa 


agaaaagcca 


ttgagcgagc 


gggttaagtc 


ccgagatgcc 


ttcgtttact 


tagatcgggt 


gatgtggtcc 


tttggctgga 


cagtgcctga 


aaacaaaagg 


tgggatctac 


attacaaact 


gtggtcaact 


ttcgtgacat 


tggtgatatt 


tatccttctg 


ccgatatcgg 


taagcgttga 


gtatattcag 


cggttcaaga 


ccttctcggc 


gggtgagttt 


cttagctcaa 


tccagattgg 


cgttaacatg 


tacggaagca 


gctttaaaag 


ttatttgacc 


atgatgggat 


ataagaagag 


acaggaggct 


aagatgtcac 


tggatgagct 


ggacaagaga 


tgcgtttgtg 


atgaggagag 


gaccattgta 


catcgacatg 


tcgccctggg 


aaacttttgc 


tatattttct 


atcacattgc 


gtacactagc 


tttttgattt 


caaacttttt 


gtcatttata 


atgaagagaa 


tccatgcctg 


gcgcatgtac 


tttccctacg 


tcgaccccga 


aaagcaattt 


tacatctcta 


gcatcgccga 


agtcattctt 


agggggtggg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
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ccgtcttcat 


ggatctctgc 


acggatgtgt 


gtcctttgat 


ctccatggta 


atagcacgat 


660 


gccacatcac 


ccttctgaaa 


cagcgcctgc 


gaaatctacg 


atcggaacca 


ggaaggacgg 


720 


aagatgagta 


cttgaaggag 


ctcgccgact 


gcgttcgaga 


tcaccgcttg 


atattggact 


780 


atgtcgacgc 


attgcgatcc 


gtcttttcgg 


ggacaatttt 


tgtgcagttc 


ctcttgatcg 


840 


gtattgtact 


gggtctgtca 


atgataaata 


taatgttttt 


ctcaacactt 


tcgactggtg 


900 


tcgccgttgt 


cctttttatg 


tcctgcgtat 


ctatgcagac 


gttccccttt 


tgctatttgt 


960 


gtaacatgat 


tatggatgac 


tgccaagaga 


tggccgactc 


cctttttcaa 


tcggactgga 


1020 


catctgccga 


tcgtcgctac 


aaatccactt 


tggtatactt 


tcttcacaat 


cttcagcagc 


1080 


ccattattct 


tacggctggt 


ggagtctttc 


ctatttccat 


gcaaacaaat 


ttaaatatgg 


1140 


day ^^yy^ 


c t ttac tgtg 


gt tacaatag 


tgaaacaatt 


taacttggca 


gaaaagtttc 


1200 


aataagttaa 


gatatgcaag 


ctctgctatt 


ataaacctac 


actcgagaaa 


atatttcttc 


1260 


acattaataa 


accttcagta 


cttactgctt 


gtggcgcccc 


cggaaaaaaa 


aaaaaaaaaa 


1320 


a 
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<210> 10 
<211> 397 
<212> PRT 

<213> DROSOPHILA MELANOGASTER DOR67 
<400> 10 

Met Leu Ser Gin Phe Phe Pro His lie Lys Glu Lys Pro Leu Ser Glu 
15 10 15 

Arg Val Lys Ser Arg Asp Ala Phe Val Tyr Leu Asp Arg Val Met Trp 
20 25 30 

Ser Phe Gly Trp Thr Val Pro Glu Asn Lys Arg Trp Asp Leu His Tyr 
35 40 45 

Lys Leu Trp Ser Thr Phe Val Thr Leu Val lie Phe lie Leu Leu Pro 
50 55 60 

lie Ser Val Ser Val Glu Tyr He Gin Arg Phe Lys Thr Phe Ser Ala 
65 70 75 80 

Gly Glu Phe Leu Ser Ser He Gin He Gly Val Asn Met Tyr Gly Ser 
85 90 95 

Ser Phe Lys Ser Tyr Leu Thr Met Met Gly Tyr Lys Lys Arg Gin Glu 
100 105 110 
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Ala Lys Met Ser Leu Asp Glu Leu Asp Lys Arg Cys Val Cys Asp Glu 
115 120 125 

Glu Arg Thr lie Val His Arg His Val Ala Leu Gly Asn Phe Cys Tyr 
130 135 140 

lie Phe Tyr His lie Ala Tyr Thr Ser Phe Leu lie Ser Asn Phe Leu 
145 150 155 160 

Ser Phe lie Met Lys Arg lie His Ala Trp Arg Met Tyr Phe Pro Tyr 
165 170 175 

Val Asp Pro Glu Lys Gin Phe Tyr lie Ser Ser lie Ala Glu Val lie 
180 185 190 

Leu Arg Gly Trp Ala Val Phe Met Asp Leu Cys Thr Asp Val Cys Pro 
195 200 205 

Leu lie Ser Met Val lie Ala Arg Cys His lie Thr Leu Leu Lys Gin 
210 215 220 

Arg Leu Arg Asn Leu Arg Ser Glu Pro Gly Arg Thr Glu Asp Glu Tyr 
225 230 235 240 

Leu Lys Glu Leu Ala Asp Cys Val Arg Asp His Arg Leu lie Leu Asp 
245 250 255 

Tyr Val Asp Ala Leu Arg Ser Val Phe Ser Gly Thr lie Phe Val Gin 
260 265 270 

Phe Leu Leu lie Gly He Val Leu Gly Leu Ser Met He Asn He Met 
275 280 285 

Phe Phe Ser Thr Leu Ser Thr Gly Val Ala Val Val Leu Phe Met Ser 
290 295 300 

Cys Val Ser Met Gin Thr Phe Pro Phe Cys Tyr Leu Cys Asn Met He 
305 310 315 320 

Met Asp Asp Cys Gin Glu Met Ala Asp Ser Leu Phe Gin Ser Asp Trp 
325 330 335 

Thr Ser Ala Asp Arg Arg Tyr Lys Ser Thr Leu Val Tyr Phe Leu His 
340 345 350 

Asn Leu Gin Gin Pro He He Leu Thr Ala Gly Gly Val Phe Pro He 
355 360 365 

Ser Met Gin Thr Asn Leu Asn Met Val Lys Leu Ala Phe Thr Val Val 
370 375 380 

Thr He Val Lys Gin Phe Asn Leu Ala Glu Lys Phe Gin 
385 390 395 
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<210> 11 

<211> 1308 

<212> DNA 

<213> DROSOPHILA MELANOGASTER DOR64 



<400> 11 
ggcacgagcc 


aagaattcaa 


aatgaaactc 


agcgaaaccc 


taaaaatcga 


ctattttcga 


60 


gtccagttga 


atgcctggcg 


aatttgtggt 


gccttggatc 


tcagcgaggg 


taggtactgg 


120 


agttggtcga 


tgctattgtg 


catcttggtg 


tacctgccga 


cacccatgct 


actgagagga 


180 


gtatacagtt 


tcgaggatcc 


ggtggaaaat 


aatttcagct 


tgagcctgac 


ggtcacatcg 


240 


ctgtccaatc 


tcatgaagtt 


ctgcatgtac 


gtggcccaac 


taacaaagat 


ggtcgaggtc 


300 


cagagtctta 


ttggtcagct 


ggatgcccgg 


gtttctggcg 


agagccagtc 


tgagcgtcat 


360 


agaaatatga 


ccgagcacct 


gctaaggatg 


tccaagctgt 


tccagatcac 


ctacgctgta 


420 


gtcttcatca 


ttgctgcagt 


tcccttcgtt 


ttcgaaactg 


agctaagctt 


acccatgccc 


480 


atgtggtttc 


ccttcgactg 


gaagaactcg 


atggtggcct 


acatcggagc 


tctggttttc 


540 


caggagattg 


gctatgtctt 


tcaaattatg 


caatgctttg 


cagctgactc 


gtttcccccg 


600 


ctcgtactgt 


acctgatctc 


cgagcaatgt 


caattgctga 


tcctgagaat 


ctctgaaatc 


660 


ggatatggtt 


acaagactct 


ggaggagaac 


gaacaggatc 


tggtcaactg 


catcagggat 


720 


caaaacgcgc 


tgtatagatt 


actcgatgtg 


accaagagtc 


tcgtttcgta 


tcccatgatg 


780 


gtgcagttta 


tggttattgg 


catcaacatc 


gccatcaccc 


tatttgtcct 


gatattttac 


840 


gtggagacct 


tgtacgatcg 


catctattat 


ctttgctttc 


tcttgggcat 


caccgtgcag 


900 


acatatccat 


tgtgctacta 


tggaaccatg 


gtgcaggaga 


gttttgctga 


gcttcactat 


960 


gcggt att ct 


gcagcaactg 


ggtggatcaa 




a 1~ rr \~ rrfi fr 

au^y uyyy a 


t^d uy L. cl l__ 


1020 


ctggcggagc 


gcactaagcg 


gatgcagctt 


ctcctcgccg 


gcaacctggt 


gcccatccac 


1080 


ctgagcacct 


acgtggcctg 


ttggaaggga 


gcctactcct 


tcttcaccct 


gatggccgat 


1140 


cgagatggcc 


tgggttctta 


gtagcccagt 


catttcactc 


acattctaca 


tcaagtagta 


1200 


ctaccactga 


acacgaacac 


gaatatttca 


aaagtaaaca 


cataatattc 


acaatagtgt 


1260 


atcactttaa 


taaaattttt 


ggttaccatg 


aaaaaaaaaa 


aaaaaaaa 
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<210> 12 

<211> 379 

<212> PRT 

<213> DROSOPHILA MELANOGASTER DOR64 
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<400> 12 



Met Lys Leu Ser Glu Thr Leu Lys lie Asp Tyr Phe Arg Val Gin Leu 
15 10 15 

Asn Ala Trp Arg lie Cys Gly Ala Leu Asp Leu Ser Glu Gly Arg Tyr 
20 25 30 

Trp Ser Trp Ser Met Leu Leu Cys lie Leu Val Tyr Leu Pro Thr Pro 
35 40 45 

Met Leu Leu Arg Gly Val Tyr Ser Phe Glu Asp Pro Val Glu Asn Asn 
50 55 60 

Phe Ser Leu Ser Leu Thr Val Thr Ser Leu Ser Asn Leu Met Lys Phe 
65 70 75 80 

Cys Met Tyr Val Ala Gin Leu Thr Lys Met Val Glu Val Gin Ser Leu 
85 90 95 

lie Gly Gin Leu Asp Ala Arg Val Ser Gly Glu Ser Gin Ser Glu Arg 
100 105 110 

His Arg Asn Met Thr Glu His Leu Leu Arg Met Ser Lys Leu Phe Gin 
115 120 125 

lie Thr Tyr Ala Val Val Phe lie lie Ala Ala Val Pro Phe Val Phe 
130 135 140 

Glu Thr Glu Leu Ser Leu Pro Met Pro Met Trp Phe Pro Phe Asp Trp 
145 150 155 160 

Lys Asn Ser Met Val Ala Tyr lie Gly Ala Leu Val Phe Gin Glu lie 
165 170 175 

Gly Tyr Val Phe Gin He Met Gin Cys Phe Ala Ala Asp Ser Phe Pro 
180 185 190 

Pro Leu Val Leu Tyr Leu He Ser Glu Gin Cys Gin Leu Leu He Leu 
195 200 205 

Arg He Ser Glu He Gly Tyr Gly Tyr Lys Thr Leu Glu Glu Asn Glu 
210 215 220 

Gin Asp Leu Val Asn Cys He Arg Asp Gin Asn Ala Leu Tyr Arg Leu 
225 230 235 240 

Leu Asp Val Thr Lys Ser Leu Val Ser Tyr Pro Met Met Val Gin Phe 
245 250 255 

Met Val He Gly He Asn He Ala He Thr Leu Phe Val Leu He Phe 
260 265 270 

Tyr Val Glu Thr Leu Tyr Asp Arg He Tyr Tyr Leu Cys Phe Leu Leu 
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275 280 285 

Gly He Thr Val Gin Thr Tyr Pro Leu Cys Tyr Tyr Gly Thr Met Val 
290 295 300 

Gin Glu Ser Phe Ala Glu Leu His Tyr Ala Val Phe Cys Ser Asn Trp 
305 310 315 320 

Val Asp Gin Ser Ala Ser Tyr Arg Gly His Met Leu He Leu Ala Glu 
325 330 335 

Arg Thr Lys Arg Met Gin Leu Leu Leu Ala Gly Asn Leu Val Pro He 
340 345 350 

His Leu Ser Thr Tyr Val Ala Cys Trp Lys Gly Ala Tyr Ser Phe Phe 
355 360 365 

Thr Leu Met Ala Asp Arg Asp Gly Leu Gly Ser 
370 375 

<210> 13 

<211> 1152 

<212> DNA 

<213> DROSOPHILA MELANOGASTER DOR71g 

<400> 13 



atggtcatta 


tcgacagtct 


tagtttttat 


cgtccattct 


ggatctgcat 


gcgattgctg 


60 


gtaccgactt 


tcttcaagga 


ttcctcacgt 


cctgtccagc 


tgtacgtggt 


gttgctgcac 


120 


atcctggtca 


ccttgtggtt 


tccactgcat 


ctgctgctgc 


atcttctgct 


acttccatct 


180 


accgctgagt 


tctttaagaa 


cctgaccatg 


tctctgactt 


gtgtggcctg 


cagtctgaag 


240 


catgtggccc 


acttgtatca 


cttgccgcag 


attgtggaaa 


tcgaatcact 


gatcgagcaa 


300 


ttagacacat 


ttattgccag 


cgaacaggag 


catcgttact 


atcgggatca 


cgtacattgc 


360 


catgctaggc 


gctttacaag 


atgtctctat 


attagctttg 


gcatgatcta 


tgcgcttttc 


420 


ctgttcggcg 


tcttcgttca 


ggttattagc 


ggaaattggg 


aacttctcta 


tccagcctat 


480 


ttcccattcg 


acttggagag 


caatcgcttt 


ctcggcgcag 


tagccttggg 


ctatcaggta 


540 


ttcagcatgt 


tagttgaagg 


cttccagggg 


ctgggcaacg 


atacctatac 


cccactgacc 


600 


ctatgccttc 


tggccggaca 


tgtccatttg 


tggtccatac 


gaatgggtca 


actgggatac 


660 


ttcgatgacg 


agacggtggt 


gaatcatcag 


cgtttgctgg 


attacattga 


gcagcataaa 


720 


ctcttggtgc 


ggttccacaa 


cctggtgagc 


cggaccatca 


gcgaagtgca 


actggtgcag 


780 


ctgggcggat 


gtggagccac 


tctgtgcatc 


attgtctcct 


acatgctctt 


ctttgtgggc 


840 


gacacaatct 


cgctggtcta 


ctacttggtg 


ttctttggag 


tggtctgcgt 


gcagctcttt 


900 
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cccagctgct attttgccag cgaagtagcc gaggagttgg aacggctgcc atatgcgatc 960 

ttctccagca gatggtacga tcaatcgcgg gatcatcgat tcgatttgct catctttaca 1020 

caattaacac tgggaaaccg ggggtggatc atcaaggcag gaggtcttat cgagctgaat 10 80 

ttgaatgcct ttttcgccac cctgaagatg gcctattccc tttttgcagt tgtggtgcgg 1140 

gcaaagggta ta 1152 

<210> 14 
<211> 390 
<212> PRT 

<213> DROSOPHILA MELANOGASTER DOR71g 
<400> 14 

Met Val He He Asp Ser Leu Ser Phe Tyr Arg Pro Phe Trp He Cys 
15 10 15 

Met Arg Leu Leu Val Pro Thr Phe Phe Lys Asp Ser Ser Arg Pro Val 
20 25 30 

Gin Leu Tyr Val Val Leu Leu His He Leu Val Thr Leu Trp Phe Pro 
35 40 45 

Leu His Leu Leu Leu His Leu Leu Leu Leu Pro Ser Thr Ala Glu Phe 
50 55 60 

Phe Lys Asn Leu Thr Met Ser Leu Thr Cys Val Ala Cys Ser Leu Lys 
65 70 75 80 

His Val Ala His Leu Tyr His Leu Pro Gin He Val Glu He Glu Ser 
85 90 95 

Leu He Glu Gin Leu Asp Thr Phe He Ala Ser Glu Gin Glu His Arg 
100 105 110 

Tyr Tyr Arg Asp His Val His Cys His Ala Arg Arg Phe Thr Arg Cys 
115 120 125 

Leu Tyr He Ser Phe Gly Met He Tyr Ala Leu Phe Leu Phe Gly Val 
130 135 140 

Phe Val Gin Val He Ser Gly Asn Trp Glu Leu Leu Tyr Pro Ala Tyr 
145 150 155 160 

Phe Pro Phe Asp Leu Glu Ser Asn Arg Phe Leu Gly Ala Val Ala Leu 
165 170 175 

Gly Tyr Gin Val Phe Ser Met Leu Val Glu Gly Phe Gin Gly Leu Gly 
180 185 190 
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Asn Asp Thr Tyr Thr Pro Leu Thr Leu Cys Leu Leu Ala Gly His Val 
195 200 205 

His Leu Trp Ser lie Arg Met Gly Gin Leu Gly Tyr Phe Asp Asp Glu 
210 215 220 

Thr Val Val Asn His Gin Arg Leu Leu Asp Tyr lie Glu Gin His Lys 
225 230 235 240 

Leu Leu Val Arg Phe His Asn Leu Val Ser Arg Thr lie Ser Glu Val 
245 250 255 

Gin Leu Val Gin Leu Gly Gly Cys Gly Ala Thr Leu Cys He He Val 
260 265 270 

Ser Tyr Met Leu Phe Phe Val Gly Asp Thr He Ser Leu Val Tyr Tyr 
275 280 285 

Leu Val Phe Phe Gly Val Val Cys Val Gin Leu Phe Pro Ser Cys Tyr 
290 295 300 

Phe Ala Ser Glu Val Ala Glu Glu Leu Glu Arg Leu Pro Tyr Ala He 
305 310 315 320 

Phe Ser Ser Arg Trp Tyr Asp Gin Ser Arg Asp His Arg Phe Asp Leu 
325 330 335 

Leu He Phe Thr Gin Leu Thr Leu Gly Asn Arg Gly Trp He He Lys 
340 345 350 

Ala Gly Gly Leu He Glu Leu Asn Leu Asn Ala Phe Phe Ala Thr Leu 
355 360 365 

Lys Met Ala Tyr Ser Leu Phe Ala Val Val His Arg Glu Thr Gly Asn 
370 375 380 

Pro Leu Gin Arg Glu His 
385 390 

<210> 15 
<211> 1137 
<212> DNA 

<213> DROSOPHILA ME LANOG AS T E R DOR72g 
<400> 15 

atggacttaa aaccgcgagt cattcgaagt gaagatatct acagaaccta ttggttatat 60 
tggcatcttt tgggcctgga aagcaatttc tttctgaatc gcttgttgga tttggtgatt 120 
acaattttcg taaccatttg gtatccaatt cacctgattc tgggactgtt tatggaaaga 180 
tctttggggg atgtctgcaa gggtctacca attacggcag catgcttttt cgccagcttt 240 
aaatttattt gttttcgctt caagctatct gaaattaaag aaatcgaaat attatttaaa 3 00 
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gagctggatc 


agcgagcttt 


aagtcgagag 


gaatgcgagt 


ttttcaatca 


aaatacgaga 


cgtgaggcga 


atttcatttg 


gaaaagtttc 


attgtggcct 


atggactgtc 


gaatatctcg 


gctattgcat 


cagttctttt 


cggcggtgga 


cataagctat 


tatatcccgc 


ctggtttcca 


tacgatgtgc 


aggccacgga 


actaatattt 


tggctaagtg 


taacatacca 


aattgccgga 


gtaagtttgg 


ccatacttca 


gaatttggcc 


aatgattcct 


atccaccgat 


gacattttgc 


gtggttgccg 


gtcatgtaag 


acttttggcg 


atgcgcttga 


gtagaattgg 


ccaaggtcca 


gaggaaacaa 


tatacttaac 


cggaaagcaa 


ttaatcgaaa 


gcatcgagga 


tcaccgaaaa 


ctaatgaaga 


tagtggaatt 


actgcgcagc 


accatgaata 


tttcgcagct 


cggccagttt 


atttcaagtg 


gtgttaatat 


ttccataaca 


ctagtcaaca 


ttctcttctt 


tgcggataat 


aatttcgcta 


taacctacta 


cggagtgtac 


ttcctatcga 


tggtgttgga 


attattcccg 


tgctgctatt 


acggcaccct 


gatatccgtg 


gagatgaacc 


agctgaccta 


tgcgatttac 


tcaagtaact 


ggatgagtat 


gaatcggagc 


tacagccgca 


tcctactgat 


cttcatgcaa 


ctcaccctgg 


cggaagtgca 


gatcaaggcc 


ggtgggatga 


ttggcatcgg 


aatgaacgcc 


ttctttgcca 


ccgtgcgatt 


ggcctactcc 


ttcttcactt 


tggccatgtc 


gctgcgt 



<210> 16 
<211> 379 
<212> PRT 

<213> DROSOPHILA MELANOGASTER DOR72g 
<400> 16 

Met Asp Leu Lys Pro Arg Val lie Arg Ser Glu Asp lie Tyr Arg Thr 
15 10 15 

Tyr Trp Leu Tyr Trp His Leu Leu Gly Leu Glu Ser Asn Phe Phe Leu 
20 25 30 

Asn Arg Leu Leu Asp Leu Val lie Thr lie Phe Val Thr lie Trp Tyr 
35 40 45 

Pro lie His Leu lie Leu Gly Leu Phe Met Glu Arg Ser Leu Gly Asp 
50 55 60 

Val Cys Lys Gly Leu Pro lie Thr Ala Ala Cys Phe Phe Ala Ser Phe 
65 70 75 80 

Lys Phe lie Cys Phe Arg Phe Lys Leu Ser Glu lie Lys Glu lie Glu 
85 90 95 

lie Leu Phe Lys Glu Leu Asp Gin Arg Ala Leu Ser Arg Glu Glu Cys 



360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1137 
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100 



105 



110 



Glu Phe Phe Asn Gin Asn Thr Arg Arg Glu Ala Asn Phe He Trp Lys 
115 120 125 

Ser Phe He Val Ala Tyr Gly Leu Ser Asn He Ser Ala He Ala Ser 
130 135 140 

Val Leu Phe Gly Gly Gly His Lys Leu Leu Tyr Pro Ala Trp Phe Pro 
145 150 155 160 

Tyr Asp Val Gin Ala Thr Glu Leu He Phe Trp Leu Ser Val Thr Tyr 
165 170 175 

Gin He Ala Gly Val Ser Leu Ala He Leu Gin Asn Leu Ala Asn Asp 
180 185 190 

Ser Tyr Pro Pro Met Thr Phe Cys Val Val Ala Gly His Val Arg Leu 
195 200 205 

Leu Ala Met Arg Leu Ser Arg He Gly Gin Gly Pro Glu Glu Thr He 
210 215 220 

Tyr Leu Thr Gly Lys Gin Leu He Glu Ser He Glu Asp His Arg Lys 
225 230 235 240 

Leu Met Lys He Val Glu Leu Leu Arg Ser Thr Met Asn He Ser Gin 
245 250 255 

Leu Gly Gin Phe He Ser Ser Gly Val Asn He Ser He Thr Leu Val 
260 265 270 

Asn He Leu Phe Phe Ala Asp Asn Asn Phe Ala He Thr Tyr Tyr Gly 
275 280 285 

Val Tyr Phe Leu Ser Met Val Leu Glu Leu Phe Pro Cys Cys Tyr Tyr 
290 295 300 

Gly Thr Leu He Ser Val Glu Met Asn Gin Leu Thr Tyr Ala He Tyr 
305 310 315 320 

Ser Ser Asn Trp Met Ser Met Asn Arg Ser Tyr Ser Arg lie Leu Leu 
325 330 335 

He Phe Met Gin Leu Thr Leu Ala Glu Val Gin He Lys Ala Gly Gly 
340 345 350 

Met He Gly He Gly Met Asn Ala Phe Phe Ala Thr Val Arg Leu Ala 
355 360 365 

Tyr Ser Phe Phe Thr Leu Ala Met Ser Leu Arg 
370 375 

<210> 17 
<211> 1134 
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<212> DNA 

<213> DROSOPHILA MELANOGASTER DOR73g 
<400> 17 

atggattcaa gaaggaaagt ccgaagtgaa aatctttaca aaacctattg gctttactgg 60 

cgacttctgg gagtcgaggg cgattatcct tttcgacggc tagtggattt tacaatcacg 120 

tctttcatta cgattttatt tcccgtgcat cttatactgg gaatgtataa aaagccccag 180 

attcaagtct tcaggagtct gcatttcaca tcggaatgcc ttttctgcag ctataagttt 240 

ttctgttttc gttggaaact taaagaaata aagaccatcg aaggattgct ccaggatctc 300 

gatagtcgag ttgaaagtga agaagaacgc aactacttta atcaaaatcc aagtcgtgtg 360 

gctcgaatgc tttcgaaaag ttacttggta gctgctatat cggccataat cactgcaact 42 0 

gtagctggtt tatttagtac tggtcgaaat ttaatgtatc tgggttggtt tccctacgat 480 

tttcaagcaa ccgccgcaat ctattggatt agtttttcct atcaggcgat tggctctagt 540 

ctgttgattc tggaaaatct ggccaacgat tcatatccgc cgattacatt ttgtgtggtc 600 

tctggacatg tgagactatt gataatgcgt ttaagtcgaa ttggtcacga tgtaaaatta 660 

tcaagttcgg aaaataccag aaaactcatc gaaggtatcc aggatcacag gaaactaatg 720 

aagataatac gcctacttcg cagcacttta catcttagcc aactgggcca gttcctttct 780 

agtggaatca acatttccat aacactcatc aacatcctgt tctttgcgga aaacaacttt 840 

gcaatgcttt attatgcggt gttctttgct gcaatgttaa tagaactatt tccaagttgt 900 

tactatggaa ttctgatgac aatggagttt gataagctac catatgccat cttctccagc 960 

aactggctta aaatggataa aagatacaat cgatccttga taattctgat gcaactaaca 1020 

ctggttccag tgaatataaa agcaggtggt attgttggca tcgatatgag tgcatttttt 1080 

gccacagttc ggatggcata ttccttttac actttagcct tgtcatttcg agta 1134 

<210> 18 
<211> 378 
<212> PRT 

<213> Drosophila Melanogaster DOR73g 
<400> 18 

Met Asp Ser Arg Arg Lys Val Arg Ser Glu Asn Leu Tyr Lys Thr Tyr 
15 10 15 

Trp Leu Tyr Trp Arg Leu Leu Gly Val Glu Gly Asp Tyr Pro Phe Arg 
20 25 30 
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Arg Leu Val Asp Phe Thr lie Thr Ser Phe lie Thr lie Leu Phe Pro 
35 40 45 



Val His Leu lie Leu Gly Met Tyr Lys Lys Pro Gin lie Gin Val Phe 
50 55 60 

Arg Ser Leu His Phe Thr Ser Glu Cys Leu Phe Cys Ser Tyr Lys Phe 
65 70 75 80 

Phe Cys Phe Arg Trp Lys Leu Lys Glu lie Lys Thr lie Glu Gly Leu 
85 90 95 

Leu Gin Asp Leu Asp Ser Arg Val Glu Ser Glu Glu Glu Arg Asn Tyr 
100 105 110 

Phe Asn Gin Asn Pro Ser Arg Val Ala Arg Met Leu Ser Lys Ser Tyr 
115 120 125 

Leu Val Ala Ala lie Ser Ala He He Thr Ala Thr Val Ala Gly Leu 
130 135 140 

Phe Ser Thr Gly Arg Asn Leu Met Tyr Leu Gly Trp Phe Pro Tyr Asp 
145 150 155 160 

Phe Gin Ala Thr Ala Ala He Tyr Trp He Ser Phe Ser Tyr Gin Ala 
165 170 175 

He Gly Ser Ser Leu Leu He Leu Glu Asn Leu Ala Asn Asp Ser Tyr 
180 185 190 

Pro Pro He Thr Phe Cys Val Val Ser Gly His Val Arg Leu Leu He 
195 200 205 

Met Arg Leu Ser Arg He Gly His Asp Val Lys Leu Ser Ser Ser Glu 
210 215 220 

Asn Thr Arg Lys Leu He Glu Gly He Gin Asp His Arg Lys Leu Met 
225 230 235 240 

Lys He He Arg Leu Leu Arg Ser Thr Leu His Leu Ser Gin Leu Gly 
245 250 255 

Gin Phe Leu Ser Ser Gly He Asn lie Ser He Thr Leu He Asn He 
260 265 270 

Leu Phe Phe Ala Glu Asn Asn Phe Ala Met Leu Tyr Tyr Ala Val Phe 
275 280 285 

Phe Ala Ala Met Leu He Glu Leu Phe Pro Ser Cys Tyr Tyr Gly He 
290 295 300 

Leu Met Thr Met Glu Phe Asp Lys Leu Pro Tyr Ala He Phe Ser Ser 
305 310 315 320 
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Asn Trp Leu Lys Met Asp Lys Arg Tyr Asn Arg Ser Leu lie lie Leu 
325 330 335 

Met Gin Leu Thr Leu Val Pro Val Asn lie Lys Ala Gly Gly lie Val 
340 345 350 

Gly lie Asp Met Ser Ala Phe Phe Ala Thr Val Arg Met Ala Tyr Ser 
355 360 365 

Phe Tyr Thr Leu Ala Leu Ser Phe Arg Val 
370 375 

<210> 19 

<211> 1191 

<212> DNA 

<213> DROSOPHILA MELANOGASTER DOR4 6 



<400> 19 


-.v^cty ciy uyya 


*— o.y i— <— <— y y ct y 


H-hft*(-aafra 

CtCty CL 




cgc c tggcgg 


6 0 


fapt"h nnn3 n 
Laiw l- ^yy y y 


I— yy^L-^-CtL-L^l— 




a arf ei/~ia arts 
cLaL. v— y y ct ct y ct 


dLl^ L L Ld_.y L 


/-t f- i - +- f- a p d j^t p - * 

y ctttdc ag c 




ct u i— y l y ct 




i^t r* -1 t - r~T t~ /~tf~i 

lja.Lt i— y uy L 


UaLLULy L, L. L, 


ac c t gggaat 


atccctcttt 


18 0 


y ^ d ct ^^.y ^ ct 




rffia /^a f" f" ^ 
yyaLa__LLL 


ctdL^t^l w .yctL^L_.ct 


/~ i^l 4- 4- 4~ f^T /-i r— f -3 

t_t_.t-t-L.ycycic_ 


c tgcacagcc 


24 0 


*~ y <^^yy i—y ct 


ciy l_ y ^— Ly ^ l. 


v— u cn_ y ^_ l, ct 
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gcatctacat 


gccgtgtgcc 


42 0 


ctgttcgccg 


agctatcctt 


tctgttcaag 


gaggagcgcg 


gtctgatgta 


tcccgcctgg 


480 


tttcccttcg 


actggctgca 


ctccaccagg 


aactattaca 


tagcgaacgc 


ctatcagata 


540 


gtgggcatct 


cgtttcagct 


gctgcaaaac 


tatgttagcg 


actgctttcc 


ggcggtggtg 


600 


ctgtgcctga 


tctcatccca 


catcaaaatg 


ttgtacaaca 


gattcgagga 


ggtgggcctg 


660 


gatccagcca 


gagatgcgga 


gaaggacctg 


gaggcctgca 


tcaccgatca 


caagcatatt 


720 


ctagagtggg 


caggcggctc 


attggttcgt 


gttctattca 


ctttccaact 


tttttccaga 


780 


ctattccgac 


gcatcgaggc 


cttcatttcc 


ctgcccatgc 


taattcagtt 


cacagtgacc 


840 


gccttgaatg 


tgtgcatcgg 


tttagcagcc 


ctggtgtttt 


tcgtcagcga 


gcccatggca 


900 


cggatgtact 


tcatcttcta 


ctccctggcc 


atgccgctgc 


agatctttcc 


gtcctgcttt 


960 


ttcggcaccg 


acaacgagta 


ctggttcgga 


cgcctccact 


acgcggcctt 


cagttgcaat 


1020 


tggcacacac 


agaacaggag 


ctttaagcgg 


aaaatgatgc 


tgttcgttga 


gcaatcgttg 


1080 


aagaagagca 


ccgctgtggc 


tggcggaatg 


atgcgtatcc 


acctggacac 


gttcttttcc 


1140 
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accctaaagg gggcctactc cctctttacc atcattattc ggatgagaaa g 1191 



<210> 20 
<211> 379 
<212> PRT 

<213> DROSOPHILA MELANOGASTER DOR46 
<400> 20 

Met Ala Glu Val Arg Val Asp Ser Leu Glu Phe Phe Lys Ser His Trp 
15 10 15 

Thr Ala Trp Arg Tyr Leu Gly Val Ala His Phe Arg Val Glu Asn Trp 
20 25 30 

Lys Asn Leu Tyr Val Phe Tyr Ser lie Val Ser Asn Leu Leu Val Thr 
35 40 45 

Leu Cys Tyr Pro Val His Leu Gly He Ser Leu Phe Arg Asn Arg Thr 
50 55 60 

He Thr Glu Asp He Leu Asn Leu Thr Thr Phe Ala Thr Cys Thr Ala 
65 70 75 80 

Cys Ser Val Lys Cys Leu Leu Tyr Ala Tyr Asn He Lys Asp Val Leu 
85 90 95 

Glu Met Glu Arg Leu Leu Arg Leu Leu Asp Glu Arg Val Val Gly Pro 
100 105 110 

Glu Gin Arg Ser He Tyr Gly Gin Val Arg Val Gin Leu Arg Asn Val 
115 120 125 

Leu Tyr Val Phe He Gly He Tyr Met Pro Cys Ala Leu Phe Ala Glu 
130 135 140 

Leu Ser Phe Leu Phe Lys Glu Glu Arg Gly Leu Met Tyr Pro Ala Trp 
145 150 155 160 

Phe Pro Phe Asp Trp Leu His Ser Thr Arg Asn Tyr Tyr He Ala Asn 
165 170 175 

Ala Tyr Gin He Val Gly He Ser Phe Gin Leu Leu Gin Asn Tyr Val 
180 185 190 

Ser Asp Cys Phe Pro Ala Val Val Leu Cys Leu He Ser Ser His He 
195 200 205 

Lys Met Leu Tyr Asn Arg Phe Glu Glu Val Gly Leu Asp Pro Ala Arg 
210 215 220 

Asp Ala Glu Lys Asp Leu Glu Ala Cys He Thr Asp His Lys His He 
225 230 235 240 
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Leu Glu Leu Phe Arg Arg lie Glu Ala Phe lie Ser Leu Pro Met Leu 
245 250 255 

lie Gin Phe Thr Val Thr Ala Leu Asn Val Cys lie Gly Leu Ala Ala 
260 265 270 

Leu Val Phe Phe Val Ser Glu Pro Met Ala Arg Met Tyr Phe lie Phe 
275 280 285 

Tyr Ser Leu Ala Met Pro Leu Gin lie Phe Pro Ser Cys Phe Phe Gly 
290 295 300 

Thr Asp Asn Glu Tyr Trp Phe Gly Arg Leu His Tyr Ala Ala Phe Ser 
305 310 315 320 

Cys Asn Trp His Thr Gin Asn Arg Ser Phe Lys Arg Lys Met Met Leu 
325 330 335 

Phe Val Glu Gin Ser Leu Lys Lys Ser Thr Ala Val Ala Gly Gly Met 
340 345 350 

Met Arg lie His Leu Asp Thr Phe Phe Ser Thr Leu Lys Gly Ala Tyr 
355 360 365 

Ser Leu Phe Thr lie lie lie Arg Met Arg Lys 
370 375 

<210> 21 

<211> 1290 

<212> DNA 

<213> DROSOPHILA MELANOGASTER DOR19g 



<400> 21 
atggttacgg 


aggactttta 


taagtaccag 


gtgtggtact 


tccaaatcct 


tggtgtttgg 


60 


cagctcccca 


cttgggccgc 


agaccaccag 


cgtcgttttc 


agtccatgag 


gtttggcttc 


120 


atcctggtca 


tcctgttcat 


catgctgctg 


cttttctcct 


tcgaaatgtt 


gaacaacatt 


180 


tcccaagtta 


gggagatcct 


aaaggtattc 


ttcatgttcg 


ccacggaaat 


atcctgcatg 


240 


gccaaattat 


tgcatttgaa 


gttgaagagc 


cgcaaactcg 


ctggcttggt 


tgatgcgatg 


300 


ttgtccccag 


agttcggcgt 


taaaagtgaa 


caggaaatgc 


agatgctgga 


attggataga 


360 


gtggcggttg 


tccgcatgag 


gaactcctac 


ggcatcatgt 


ccctgggcgc 


ggcttccctg 


420 


atccttatag 


ttccctgttt 


cgacaacttt 


ggcgagctac 


cactggccat 


gttggaggta 


480 


tgcagcatcg 


agggatggat 


ctgctattgg 


tcgcagtacc 


ttttccactc 


gatttgcctg 


540 


ctgcccactt 


gtgtgctgaa 


tataacctac 


gactcggtgg 


cctactcgtt 


gctctgtttc 


600 


ttgaaggttc 


agctacaaat 


gctggtcctg 


cgattagaaa 


agttgggtcc 


tgtgatcgaa 


660 
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ccccagga ta 


atgagaaaa t 


cgcaa tggaa 


c tgcgtgagt 


gtgccgccta 


c t acaacagg 


attgttcgtt 


tcaaggacct 


gg t ggagc t g 


ttca taaagg 


ggccagga t c 


tgtgcagc tc 


atgtgt tctg 


t tctggtgct 


ggtgtccaac 


ctgt acgaca 


tgtccaccat 


gtccattgea 


aacggcgatg 


ccatctt tat 


gc t caagacc 


tgtatc tatc 


age tggtgat 


gctc tggcag 


atcttcatca 


t ttgctacgc 


ct ccaacgag 


gtaactgtcc 


agagc t ct ag 


gt tgtgtcac 


agcatctaca 


gctcccaatg 


gacgggatgg 


aacagggcaa 


accgccggat 


tgtccttctc 


atgatgcagc 


gctttaattc 


cccgatgctc 


c tgagcacc t 


t taaccccac 


cuungctLLC 


agcttggagg 


cctttggttc 


tgtagggcag 


cagaaattcc 


tttatatatc 


atttattact 


ggttatgctc 


ttctcctttc 


agatcgtcaa 


ctgctcctac 


agctacttcg 


cactgetgaa 


gcgcgtcaac 


agttaaattt 


cgaaacaccg 


cagcacctaa 


agattttcaa 


gecgattttt 


aaaagcactc 


aaaacgttat 


gcacgtacat 









<210> 22 
<211> 430 
<212> PRT 

<213> DROSOPHILA MELANOGASTER DOR19g 
<400> 22 

Met Val Thr Glu Asp Phe Tyr Lys Tyr Gin Val Trp Tyr Phe Gin He 
15 10 15 

Leu Gly Val Trp Gin Leu Pro Thr Trp Ala Ala Asp His Gin Arg Arg 
20 25 30 

Phe Gin Ser Met Arg Phe Gly Phe lie Leu Val He Leu Phe He Met 
35 40 45 

Leu Leu Leu Phe Ser Phe Glu Met Leu Asn Asn He Ser Gin Val Arg 
50 55 60 

Glu He Leu Lys Val Phe Phe Met Phe Ala Thr Glu He Ser Cys Met 
65 70 75 80 

Ala Lys Leu Leu His Leu Lys Leu Lys Ser Arg Lys Leu Ala Gly Leu 
85 90 95 

Val Asp Ala Met Leu Ser Pro Glu Phe Gly Val Lys Ser Glu Gin Glu 
100 105 110 

Met Gin Met Leu Glu Leu Asp Arg Val Ala Val Val Arg Met Arg Asn 
115 120 125 



720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1290 
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Ser Tyr Gly lie Met Ser Leu Gly Ala Ala Ser Leu lie Leu lie Val 
130 135 140 

Pro Cys Phe Asp Asn Phe Gly Glu Leu Pro Leu Ala Met Leu Glu Val 
145 150 155 160 

Cys Ser lie Glu Gly Trp lie Cys Tyr Trp Ser Gin Tyr Leu Phe His 
165 170 175 

Ser lie Cys Leu Leu Pro Thr Cys Val Leu Asn lie Thr Tyr Asp Ser 
180 185 190 

Val Ala Tyr Ser Leu Leu Cys Phe Leu Lys Val Gin Leu Gin Met Leu 
195 200 205 

Val Leu Arg Leu Glu Lys Leu Gly Pro Val lie Glu Pro Gin Asp Asn 
210 215 220 

Glu Lys lie Ala Met Glu Leu Arg Glu Cys Ala Ala Tyr Tyr Asn Arg 
225 230 235 240 

lie Val Arg Phe Lys Asp Leu Val Glu Leu Phe lie Lys Gly Pro Gly 
245 250 255 

Ser Val Gin Leu Met Cys Ser Val Leu Val Leu Val Ser Asn Leu Tyr 
260 265 270 

Asp Met Ser Thr Met Ser lie Ala Asn Gly Asp Ala lie Phe Met Leu 
275 280 285 

Lys Thr Cys lie Tyr Gin Leu Val Met Leu Trp Gin lie Phe lie lie 
290 295 300 

Cys Tyr Ala Ser Asn Glu Val Thr Val Gin Ser Ser Arg Leu Cys His 
305 310 315 320 

Ser lie Tyr Ser Ser Gin Trp Thr Gly Trp Asn Arg Ala Asn Arg Arg 
325 330 335 

lie Val Leu Leu Met Met Gin Arg Phe Asn Ser Pro Met Leu Leu Ser 
340 345 350 

Thr Phe Asn Pro Thr Phe Ala Phe Ser Leu Glu Ala Phe Gly Ser Val 
355 360 365 

Gly Gin Gin Lys Phe Leu Tyr lie Ser Phe lie Thr Gly Tyr Ala Leu 
370 375 380 

Leu Leu Ser Asp Arg Gin Leu Leu Leu Gin Leu Leu Arg Thr Ala Glu 
385 390 395 400 

Ala Arg Gin Gin Leu Asn Phe Glu Thr Pro Gin His Leu Lys He Phe 
405 410 415 

Lys Pro He Phe Lys Ser Thr Gin Asn Val Met His Val His 
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<210> 23 

<211> 1391 

<212> DNA 

<213> DROSOPHIIA MELANOGASTER DOR24 



<400> 23 
ggcacgagcc 


ttgtcgacat 


ggacagtttt 


ctgcaagtac 


agaagagcac 


cat tgc tctt 


6 0 


ctgggctttg 


at ctctt tag 


tgaaaatcga 


gaaatgtgga 


aacgccccta 


tagagcaatg 


12 0 


aatgtgttta 


gcatagctgc 


catttttccc 


tttat cctgg 


cage tg tgc t 


ccataat tgg 


18 0 


aagaatgtat 


tgctgctggc 


cgatgccatg 


gtggccctac 


taataaccat 


tc tgggee ta 


24 0 


tt caagttta 


gcatgatac t 


ttacttacgt 


cgcga t ttca 


agegae tgat 


tgacaaat tt 


3 0 0 


cgtttgctca 


tgtcgaatga 


ggcggaacag 


ggcgaggaa t 


aegecgagat 


tctcaacgca 


360 


gcaaacaagc 


aggatcaacg 


aatgtgcact 


ctgt t tagga 


cttgt t tcct 


cctcgcctgg 


42 0 


gcct tgaata 


gtgttctgcc 


cc tcgtgaga 


atgggtctca 


gctat tggtt 


agcaggtcat 


4 8 0 


gcagagcccg 


agttgccttt 


tccctgtctt 


tttccctgga 


a tat ccacat 


cattegcaat 


54 0 


tatgttttga 


gcttcatctg 


gagcgctttc 


gcctcgacag 


gtgtggtttt 


acctgctgtc 


600 


agcttggata 


ccatattctg 


ttccttcacc 


age aac ctgt 


gegect tctt 


caaaattgeg 


660 


cagtacaagg 


tggttagatt 


taagggcgga 


tcccttaaag 


aatcacaggc 


cacattgaac 


72 0 


aaagtctttg 


ccctgtacca 


gaccagcttg 


gatatgtgca 


acgatctgaa 


teagtgetae 


7 80 


caaccgatta 


tctgcgccca 


gttcttcatt 


tcatctctgc 


aactctgeat 


gctgggatat 


84 0 


ctgttctcca 


ttact t t tgc 


ccagacagag 


ggcgtgtac t 


4- 4— j-i t- 4- 4— 

atgcctcttc 


catagccacc 


900 


atcattatac 


aagcctatat 


ctactgctac 


tgeggggaga 


acctgaagac 


ggagagtgcc 


960 


agcttcgagt 


gggccatcta 


cgacagtccg 


tggcacgaga 


gtttgggtgc 


tggtggagcc 


1020 


tctacctcga 


tctgccgatc 


cttgctgatc 


ageatgatge 


gggctcatcg 


gggattcege 


1080 


attacgggat 


acttcttcga 


ggcaaacatg 


gaggecttet 


catcgattgt 


tcgcacggct 


1140 


atgtcctaca 


tcacaatgct 


gagatcattc 


tcctaaatgt 


ggtttgacca 


caaggctttg 


1200 


gattgatttt 


tgtgcaattt 


ttgttttatt 


gctgagcatg 


cgttgccgta 


cgacatttaa 


1260 


caatcgatct 


tacgtaattt 


acatatgata 


atctcacata 


ttgttcgtta 


agcactaagt 


1320 


agaatgtaga 


atgtgaattg 


gctgtagaaa 


tgcacagatg 


aagcacgaaa 


aaaaaaaaaa 


1380 


aaaaaaaaaa 


a 










1391 
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<210> 24 
<211> 385 
<212> PRT 

<213> DROSOPHILA MELANOGASTER DOR24 
<400> 24 

Met Asp Ser Phe Leu Gin Val Gin Lys Ser Thr lie Ala Leu Leu Gly 
15 10 15 

Phe Asp Leu Phe Ser Glu Asn Arg Glu Met Trp Lys Arg Pro Tyr Arg 
20 25 30 

Ala Met Asn Val Phe Ser He Ala Ala He Phe Pro Phe He Leu Ala 
35 40 45 

Ala Val Leu His Asn Trp Lys Asn Val Leu Leu Leu Ala Asp Ala Met 
50 55 60 

Val Ala Leu Leu He Thr He Leu Gly Leu Phe Lys Phe Ser Met lie 
65 70 75 80 

Leu Tyr Leu Arg Arg Asp Phe Lys Arg Leu He Asp Lys Phe Arg Leu 
85 90 95 

Leu Met Ser Asn Glu Ala Glu Gin Gly Glu Glu Tyr Ala Glu lie Leu 
100 105 110 

Asn Ala Ala Asn Lys Gin Asp Gin Arg Met Cys Thr Leu Phe Arg Thr 
115 120 125 

Cys Phe Leu Leu Ala Trp Ala Leu Asn Ser Val Leu Pro Leu Val Arg 
130 135 140 

Met Gly Leu Ser Tyr Trp Leu Ala Gly His Ala Glu Pro Glu Leu Pro 
145 150 155 160 

Phe Pro Cys Leu Phe Pro Trp Asn He His He He Arg Asn Tyr Val 
165 170 175 

Leu Ser Phe He Trp Ser Ala Phe Ala Ser Thr Gly Val Val Leu Pro 
180 185 190 

Ala Val Ser Leu Asp Thr He Phe Cys Ser Phe Thr Ser Asn Leu Cys 
195 200 205 

Ala Phe Phe Lys He Ala Gin Tyr Lys Val Val Arg Phe Lys Gly Gly 
210 215 220 

Ser Leu Lys Glu Ser Gin Ala Thr Leu Asn Lys Val Phe Ala Leu Tyr 
225 230 235 240 

Gin Thr Ser Leu Asp Met Cys Asn Asp Leu Asn Gin Cys Tyr Gin Pro 
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lie He Cys Ala Gin Phe Phe He Ser Ser Leu Gin Leu Cys Met Leu 
260 265 270 

Gly Tyr Leu Phe Ser He Thr Phe Ala Gin Thr Glu Gly Val Tyr Tyr 
275 280 285 

Ala Ser Phe He Ala Thr He He He Gin Ala Tyr He Tyr Cys Tyr 
290 295 300 

Cys Gly Glu Asn Leu Lys Thr Glu Ser Ala Ser Phe Glu Trp Ala He 
305 310 315 320 

Tyr Asp Ser Pro Trp His Glu Ser Leu Gly Ala Gly Gly Ala Ser Thr 
325 330 335 

Ser He Cys Arg Ser Leu Leu He Ser Met Met Arg Ala His Arg Gly 
340 345 350 

Phe Arg He Thr Gly Tyr Phe Phe Glu Ala Asn Met Glu Ala Phe Ser 
355 360 365 

Ser He Val Arg Thr Ala Met Ser Tyr He Thr Met Leu Arg Ser Phe 
370 375 380 

Ser 
385 

<210> 25 
<211> 900 
<212> DNA 

<213> Drosophila Melanogaster DOR10 
<400> 25 



atggaaaaac 


tacgttccta 


tgaggatttc 


atcttcatgg 


ccaacatgat 


gttcaagacc 


60 


cttggctacg 


atctattcca 


tacacccaaa 


ccctggtggc 


gctatctgct 


tgtgcgagga 


120 


tacttcgttt 


tgtgcacgat 


cagcaacttt 


tacgaggctt 


ccatggtgac 


gacaaggata 


180 


attgagtggg 


aatccttggc 


cggaagtccc 


tccaaaataa 


tgcgacaggg 


tctgcacttc 


240 


ttttacatgt 


tgagtagcca 


attgaaattt 


atcacattca 


tgataaatcg 


caaacgccta 


300 


ctgcagctga 


gccatcgttt 


gaaagagttg 


tatcctcata 


aagagcaaaa 


tcaaaggaag 


360 


tacgaggtga 


ataaatacta 


cctatcctgt 


tccacgcgca 


atgttttgta 


cgtgtactac 


420 


tttgtaatgg 


tcgtcatggc 


actggaaccc 


ctcgttcagt 


cccagttcat 


agtgaatgtg 


480 


agcctgggca 


cagatctgtg 


gatgatgtgc 


gtctcaagcc 


aaatatcgat 


gcacttgggc 


540 


tatctggcca 


atatgttggc 


ctccattcga 


ccaagtccag 


aaacggaaca 


acaagactgt 


600 
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gacttcttgg ccagcattat aaagagacat caactaatga tcaggcttca aaaggacgtg 660 

aactatgttt ttggactctt attggcatct aatctgttta ccacatcctg tttactttgc 720 

tgcatggcgt actataccgt cgtcgaaggt ttcaattggg agggcatttc ctatatgatg 780 

ctctttgcta gtgtagctgc ccagttctac gttgtcagct cacacggaca aatgttaata 840 

gatttgttga tgaccatcac atacagattt ttcgcggtta tacgacaaac tgtagaaaag 900 



<210> 26 
<211> 300 
<212> PRT 

<213> Drosophila Melanogaster DOR10 
<400> 26 

Met Glu Lys Leu Arg Ser Tyr Glu Asp Phe lie Phe Met Ala Asn Met 
15 10 15 

Met Phe Lys Thr Leu Gly Tyr Asp Leu Phe His Thr Pro Lys Pro Trp 
20 25 30 

Trp Arg Tyr Leu Leu Val Arg Gly Tyr Phe Val Leu Cys Thr lie Ser 
35 40 45 

Asn Phe Tyr Glu Ala Ser Met Val Thr Thr Arg lie lie Glu Trp Glu 
50 55 60 

Ser Leu Ala Gly Ser Pro Ser Lys lie Met Arg Gin Gly Leu His Phe 
65 70 75 80 

Phe Tyr Met Leu Ser Ser Gin Leu Lys Phe lie Thr Phe Met lie Asn 
85 90 95 

Arg Lys Arg Leu Leu Gin Leu Ser His Arg Leu Lys Glu Leu Tyr Pro 
100 105 110 

His Lys Glu Gin Asn Gin Arg Lys Tyr Glu Val Asn Lys Tyr Tyr Leu 
115 120 125 

Ser Cys Ser Thr Arg Asn Val Leu Tyr Val Tyr Tyr Phe Val Met Val 
130 135 140 

Val Met Ala Leu Glu Pro Leu Val Gin Ser Gin Phe lie Val Asn Val 
145 150 155 160 

Ser Leu Gly Thr Asp Leu Trp Met Met Cys Val Ser Ser Gin lie Ser 
165 170 175 

Met His Leu Gly Tyr Leu Ala Asn Met Leu Ala Ser lie Arg Pro Ser 
180 185 190 

Pro Glu Thr Glu Gin Gin Asp Cys Asp Phe Leu Ala Ser lie He Lys 
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195 200 205 

Arg His Gin Leu Met lie Arg Leu Gin Lys Asp Val Asn Tyr Val Phe 
210 215 220 

Gly Leu Leu Leu Ala Ser Asn Leu Phe Thr Thr Ser Cys Leu Leu Cys 
225 230 235 240 

Cys Met Ala Tyr Tyr Thr Val Val Glu Gly Phe Asn Trp Glu Gly lie 
245 250 255 

Ser Tyr Met Met Leu Phe Ala Ser Val Ala Ala Gin Phe Tyr Val Val 
260 265 270 

Ser Ser His Gly Gin Met Leu lie Asp Leu Leu Met Thr lie Thr Tyr 
275 280 285 

Arg Phe Phe Ala Val lie Arg Gin Thr Val Glu Lys 
290 295 300 

<210> 27 

<211> 1125 

<212> DNA 

<213> Drosophila Melanogaster DOR105 

<400> 27 



atgtttgaag 


acattcagct 


aatctacatg 


aatatcaaga 


tattgcgatt 


ctgggccctg 


60 


ctctatgaca 


aaaacttgag 


gcgttatgtg 


tgcattggac 


tggcctcatt 


ccacatcttc 


120 


acccaaatcg 


tctacatgat 


gagtaccaat 


gaaggactaa 


ccgggataat 


tcgtaactca 


180 


tatatgctcg 


tcctttggat 


taatacggtg 


ctgcgagctt 


atctcttgct 


ggcggatcac 


240 


gacagatatt 


tggctttgat 


ccaaaaacta 


actgaggcct 


attacgattt 


actgaatctg 


300 


aacgattcgt 


atatatcgga 


aatattggac 


caggtgaaca 


aggtgggaaa 


gttgatggct 


360 


aggggcaatc 


tgttctttgg 


catgctcaca 


tccatgggat 


tcggtctgta 


cccattgtcc 


420 


tccagcgaaa 


gagtcctgcc 


atttggcagc 


aaaattcctg 


gtctaaatga 


gtacgagagt 


480 


ccgtactatg 


agatgtggta 


catctttcag 


atgctcatca 


ccccgatggg 


ctgttgcatg 


540 


tacattccgt 


acaccagtct 


gattgtgggc 


ttgataatgt 


tcggcattgt 


gaggtgcaag 


600 


gctttgcagc 


atcgcctccg 


ccaggtggcg 


cttaagcatc 


cgtacggaga 


tcgcgatccc 


660 


cgtgaactga 


gggaggagat 


catagcctgc 


atacgttacc 


agcagagcat 


tatcgagtac 


720 


atggatcaca 


taaacgagct 


gaccaccatg 


atgttcctat 


tcgaactgat 


ggccttttcg 


780 


gcgctgctct 


gtgcgctgct 


ctttatgctg 


attatcgtca 


gcggcaccag 


tcagctgata 


840 


attgtttgca 


tgtacattaa 


catgattctg 


gcccaaatac 


tggccctcta 


ttggtatgca 


900 



32 



aatgagttaa gggaacagaa tctggcggtg gccaccgcag cctacgaaac ggagtggttc 960 

accttcgacg ttccactgcg caaaaacatc ctgttcatga tgatgagggc acagcggcca 102 0 

gctgcaatac tactgggcaa tatacgcccc atcactttgg aactgttcca aaacctactg 1080 

aacacaacct atacattttt tacggttctc aagcgagtct acgga 1125 

<210> 28 
<211> 375 
<212> PRT 

<213> Drosophila Melanogaster DOR105 
<400> 28 

Met Phe Glu Asp lie Gin Leu lie Tyr Met Asn lie Lys lie Leu Arg 
15 10 15 

Phe Trp Ala Leu Leu Tyr Asp Lys Asn Leu Arg Arg Tyr Val Cys He 
20 25 30 

Gly Leu Ala Ser Phe His He Phe Thr Gin He Val Tyr Met Met Ser 
35 40 45 

Thr Asn Glu Gly Leu Thr Gly He He Arg Asn Ser Tyr Met Leu Val 
50 55 60 

Leu Trp He Asn Thr Val Leu Arg Ala Tyr Leu Leu Leu Ala Asp His 
65 70 75 80 

Asp Arg Tyr Leu Ala Leu He Gin Lys Leu Thr Glu Ala Tyr Tyr Asp 
85 90 95 

Leu Leu Asn Leu Asn Asp Ser Tyr He Ser Glu He Leu Asp Gin Val 
100 105 110 

Asn Lys Val Gly Lys Leu Met Ala Arg Gly Asn Leu Phe Phe Gly Met 
115 120 125 

Leu Thr Ser Met Gly Phe Gly Leu Tyr Pro Leu Ser Ser Ser Glu Arg 
130 135 140 

Val Leu Pro Phe Gly Ser Lys He Pro Gly Leu Asn Glu Tyr Glu Ser 
145 150 155 160 

Pro Tyr Tyr Glu Met Trp Tyr He Phe Gin Met Leu He Thr Pro Met 
165 170 175 

Gly Cys Cys Met Tyr He Pro Tyr Thr Ser Leu He Val Gly Leu He 
180 185 190 

Met Phe Gly He Val Arg Cys Lys Ala Leu Gin His Arg Leu Arg Gin 
195 200 205 
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Val Ala Leu Lys His Pro Tyr Gly Asp Arg Asp Pro Arg Glu Leu Arg 
210 215 220 

Glu Glu lie He Ala Cys He Arg Tyr Gin Gin Ser He He Glu Tyr 
225 230 235 240 

Met Asp His He Asn Glu Leu Thr Thr Met Met Phe Leu Phe Glu Leu 
245 250 255 

Met Ala Phe Ser Ala Leu Leu Cys Ala Leu Leu Phe Met Leu He He 
260 265 270 

Val Ser Gly Thr Ser Gin Leu He He Val Cys Met Tyr He Asn Met 
275 280 285 

He Leu Ala Gin He Leu Ala Leu Tyr Trp Tyr Ala Asn Glu Leu Arg 
290 295 300 

Glu Gin Asn Leu Ala Val Ala Thr Ala Ala Tyr Glu Thr Glu Trp Phe 
305 310 315 320 

Thr Phe Asp Val Pro Leu Arg Lys Asn He Leu Phe Met Met Met Arg 
325 330 335 

Ala Gin Arg Pro Ala Ala He Leu Leu Gly Asn He Arg Pro He Thr 
340 345 350 

Leu Glu Leu Phe Gin Asn Leu Leu Asn Thr Thr Tyr Thr Phe Phe Thr 
355 360 365 

Val Leu Lys Arg Val Tyr Gly 
370 375 

<210> 29 
<211> 1188 
<212> DNA 

<213> Drosophila Melanogaster DOR107 
<400> 29 

atgtatccgc gattcctcag ccgtaactat ccgctggcca agcatttgtt cttcgtcacc 60 

agatactcct ttggcctgct gggcctgaga tttggcaaag agcaatcgtg gcttcacctc 120 

ttgtggctgg tgttcaattt cgttaacctg gcgcactgct gccaggcgga gttcgtcttc 180 

ggctggagtc acttgcgcac cagtcccgtg gatgccatgg acgccttttg tcctctggcc 240 

tgcagtttca ccacgctctt caagctggga tggatgtggt ggcgtcgcca ggaagtagct 3 00 

gatctaatgg accgcatccg cttgctcatc ggggagcagg agaagaggga ggactcccgg 3 60 

agaaaggtgg ctcaaaggag ctactatctc atggtcacca ggtgcggtat gctggtcttc 42 0 

accctgggca gcattaccac tggagccttc gttctgcgtt ccctttggga aatgtgggtg 480 
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cgtcgtcatc 


aggagttcaa 


attcgatatg 


ccctttcgca 


tgctgttcca 


cgactttgcg 


540 


catcgcatgc 


cctggtttcc 


agttttctat 


ctctactcca 


catggagtgg 


ccaggtcact 


600 


gtgtacgcct 


ttgctggtac 


agatggtttc 


ttctttggct 


ttaccctcta 


catggccttc 


660 


ttgctgcagg 


ccttaagata 


cgatatccag 


gatgccctca 


agccaataag 


agatccctcg 


720 


cttagggaat 


ccaaaatctg 


ctgtcagcga 


ttggcggaca 


tcgtggatcg 


ccacaatgag 


780 


atagagaaga 


tagtcaagga 


attttctgga 


attatggctg 


ctccaacttt 


tgttcacttc 


840 


gtatcagcca 


gcttagtgat 


agccaccagc 


gtcattgata 


tactattgta 


ttccggctat 


900 


aacatcatcc 


gttacgtggt 


gtacaccttc 


acggtttcct 


cggccatctt 


cctctattgc 


960 


tacggaggca 


cagaaatgtc 


aactgagagc 


ctttccttgg 


gagaagcagc 


ctacagcagt 


1020 


gcctggtata 


cttgggatcg 


agagacccgc 


aggcgggtct 


ttctcattat 


cctgcgtgct 


1080 


caacgaccca 


ttacggtgag 


ggtgcccttt 


tttgcaccat 


cgttaccagt 


cttcacatcg 


1140 


gtcatcaagt 


ttacaggttc 


gattgtggca 


ctggctaaga 


cgatactg 




1188 



<210> 30 
<211> 396 
<212> PRT 

<213> Drosophila Melanogaster DOR107 
<400> 30 

Met Tyr Pro Arg Phe Leu Ser Arg Asn Tyr Pro Leu Ala Lys His Leu 
15 10 15 

Phe Phe Val Thr Arg Tyr Ser Phe Gly Leu Leu Gly Leu Arg Phe Gly 
20 25 30 

Lys Glu Gin Ser Trp Leu His Leu Leu Trp Leu Val Phe Asn Phe Val 
35 40 45 

Asn Leu Ala His Cys Cys Gin Ala Glu Phe Val Phe Gly Trp Ser His 
50 55 60 

Leu Arg Thr Ser Pro Val Asp Ala Met Asp Ala Phe Cys Pro Leu Ala 
65 70 75 80 

Cys Ser Phe Thr Thr Leu Phe Lys Leu Gly Trp Met Trp Trp Arg Arg 
85 90 95 

Gin Glu Val Ala Asp Leu Met Asp Arg lie Arg Leu Leu lie Gly Glu 
100 105 110 

Gin Glu Lys Arg Glu Asp Ser Arg Arg Lys Val Ala Gin Arg Ser Tyr 
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115 



120 



125 



Tyr Leu Met Val Thr 
130 

He Thr Thr Gly Ala 
145 

Arg Arg His Gin Glu 
165 

His Asp Phe Ala His 
180 

Ser Thr Trp Ser Gly 
195 

Gly Phe Phe Phe Gly 
210 

Leu Arg Tyr Asp He 
225 

Leu Arg Glu Ser Lys 
245 

Arg His Asn Glu He 
260 

Ala Ala Pro Thr Phe 
275 

Thr Ser Val He Asp 
290 

Tyr Val Val Tyr Thr 
305 

Tyr Gly Gly Thr Glu 
325 

Ala Tyr Ser Ser Ala 
340 

Val Phe Leu He He 
355 

Pro Phe Phe Ala Pro 
370 

Thr Gly Ser He Val 
385 

<210> 31 
<211> 1161 



Arg Cys Gly Met Leu Val 
135 

Phe Val Leu Arg Ser Leu 
150 155 

Phe Lys Phe Asp Met Pro 
170 

Arg Met Pro Trp Phe Pro 
185 

Gin Val Thr Val Tyr Ala 
200 

Phe Thr Leu Tyr Met Ala 
215 

Gin Asp Ala Leu Lys Pro 
230 235 

He Cys Cys Gin Arg Leu 
250 

Glu Lys He Val Lys Glu 
265 

Val His Phe Val Ser Ala 
280 

He Leu Leu Tyr Ser Gly 
295 

Phe Thr Val Ser Ser Ala 
310 315 

Met Ser Thr Glu Ser Leu 
330 

Trp Tyr Thr Trp Asp Arg 
345 

Leu Arg Ala Gin Arg Pro 
360 

Ser Leu Pro Val Phe Thr 
375 

Ala Leu Ala Lys Thr He 
390 395 



Phe Thr Leu Gly Ser 
140 

Trp Glu Met Trp Val 
160 

Phe Arg Met Leu Phe 
175 

Val Phe Tyr Leu Tyr 
190 

Phe Ala Gly Thr Asp 
205 

Phe Leu Leu Gin Ala 
220 

He Arg Asp Pro Ser 
240 

Ala Asp He Val Asp 
255 

Phe Ser Gly He Met 
270 

Ser Leu Val He Ala 
285 

Tyr Asn He He Arg 
300 

He Phe Leu Tyr Cys 
320 

Ser Leu Gly Glu Ala 
335 

Glu Thr Arg Arg Arg 
350 

He Thr Val Arg Val 
365 

Ser Val He Lys Phe 
380 

Leu 
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<212> DNA 

<213> Drosophila Melanogaster DOR108 
<400> 31 

atggataaac acaaggatcg cattgaatcc atgcgcctaa ttcttcaggt catgcaacta 60 

tttggcctct ggccgtggtc cttgaaatcg gaagaggagt ggactttcac cggttttgta 120 

aagcgcaact atcgcttcct gctccatctg cccattacct tcacctttat tggactcatg 180 

tggctggagg ccttcatctc gagcaatctg gagcaggctg gccaggttct gtacatgtcc 24 0 

atcaccgaga tggctttggt ggtgaaaatc ctgagcattt ggcactatcg caccgaagct 300 

tggcggctga tgtacgaact ccaacatgct ccggactacc aactccacaa ccaggaggag 360 

gtagactttt ggcgccggga gcaacgattc ttcaagtggt tcttctacat ctacattctg 42 0 

attagcttgg gcgtggtata tagtggctgc actggagtac tttttctgga gggctacgaa 480 

ctgccctttg cctactacgt gcccttcgaa tggcagaacg agagaaggta ctggttcgcc 540 

tatggttacg atatggcggg catgacgctg acctgcatct caaacattac cctggacacc 600 

ctgggttgct atttcctgtt ccatatctct cttttgtacc gactgcttgg tctgcgattg 660 

agggaaacga agaatatgaa gaatgatacc atttttggcc agcagttgcg tgccatcttc 720 

attatgcatc agaggattag aagcctaacc ctgacctgcc agagaatcgt atctccctat 780 

atcctatctc agatcatttt gagtgccctg atcatctgct ttagtggata ccgcttgcag 840 

catgtgggaa ttcgcgataa tcccggccag tttatatcca tgttgcagtt tgtcagtgtg 900 

atgatcctgc agatttactt gccctgctac tatggaaacg agataaccgt gtatgccaat 960 

cagctgacca acgaggttta ccataccaat tggctggaat gtcggccacc gattcgaaag 1020 

ttactcaatg cctacatgga gcacctgaag aaaccggtga ccatccgggc tggcaactcc 1080 

ttcgccgtgg gactaccaat ttttgttaag accatcaaca acgcctacag tttcttggct 1140 

ttattactaa atgtatcgaa t 1161 

<210> 32 
<211> 387 
<212> PRT 

<213> Drosophila Melanogaster DOR108 
<400> 32 

Met Asp Lys His Lys Asp Arg lie Glu Ser Met Arg Leu lie Leu Gin 



37 



Val Met Gin Leu Phe Gly Leu Trp Pro Trp Ser Leu Lys Ser Glu Glu 
20 25 30 



Glu Trp Thr Phe Thr Gly Phe Val Lys Arg Asn Tyr Arg Phe Leu Leu 
35 40 45 

His Leu Pro lie Thr Phe Thr Phe lie Gly Leu Met Trp Leu Glu Ala 
50 55 60 

Phe lie Ser Ser Asn Leu Glu Gin Ala Gly Gin Val Leu Tyr Met Ser 
65 70 75 80 

lie Thr Glu Met Ala Leu Val Val Lys lie Leu Ser lie Trp His Tyr 
85 90 95 

Arg Thr Glu Ala Trp Arg Leu Met Tyr Glu Leu Gin His Ala Pro Asp 
100 105 110 

Tyr Gin Leu His Asn Gin Glu Glu Val Asp Phe Trp Arg Arg Glu Gin 
115 120 125 

Arg Phe Phe Lys Trp Phe Phe Tyr lie Tyr lie Leu lie Ser Leu Gly 
130 135 140 

Val Val Tyr Ser Gly Cys Thr Gly Val Leu Phe Leu Glu Gly Tyr Glu 
145 150 155 160 

Leu Pro Phe Ala Tyr Tyr Val Pro Phe Glu Trp Gin Asn Glu Arg Arg 
165 170 175 

Tyr Trp Phe Ala Tyr Gly Tyr Asp Met Ala Gly Met Thr Leu Thr Cys 
180 185 190 

lie Ser Asn lie Thr Leu Asp Thr Leu Gly Cys Tyr Phe Leu Phe His 
195 200 205 

lie Ser Leu Leu Tyr Arg Leu Leu Gly Leu Arg Leu Arg Glu Thr Lys 
210 215 220 

Asn Met Lys Asn Asp Thr lie Phe Gly Gin Gin Leu Arg Ala lie Phe 
225 230 235 240 

lie Met His Gin Arg lie Arg Ser Leu Thr Leu Thr Cys Gin Arg lie 
245 250 255 

Val Ser Pro Tyr lie Leu Ser Gin lie lie Leu Ser Ala Leu lie lie 
260 265 270 

Cys Phe Ser Gly Tyr Arg Leu Gin His Val Gly lie Arg Asp Asn Pro 
275 280 285 

Gly Gin Phe lie Ser Met Leu Gin Phe Val Ser Val Met lie Leu Gin 
290 295 300 

lie Tyr Leu Pro Cys Tyr Tyr Gly Asn Glu lie Thr Val Tyr Ala Asn 
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305 310 315 320 

Gin Leu Thr Asn Glu Val Tyr His Thr Asn Trp Leu Glu Cys Arg Pro 
325 330 335 

Pro lie Arg Lys Leu Leu Asn Ala Tyr Met Glu His Leu Lys Lys Pro 
340 345 350 

Val Thr lie Arg Ala Gly Asn Ser Phe Ala Val Gly Leu Pro lie Phe 
355 360 365 

Val Lys Thr lie Asn Asn Ala Tyr Ser Phe Leu Ala Leu Leu Leu Asn 
370 375 380 

Val Ser Asn 
385 

<210> 33 
<211> 1149 
<212> DNA 

<213> Drosophila Melanogaster DOR109 



<400> 33 
atggagtcta 


caaatcgcct 


aagtgccatc 


caaacacttt 


tagtaatcca 


acgttggata 


60 


ggacttctta 


aatgggaaaa 


cgagggcgag 


gatggagtat 


taacctggct 


aaaacgaata 


120 


tatccttttg 


tactgcacct 


tccactgacc 


ttcacgtata 


ttgccttaat 


gtggtatgaa 


180 


gctattacat 


cgtcagattt 


tgaggaagct 


ggtcaagttc 


tgtacatgtc 


catcaccgaa 


240 


ctggcattgg 


tcactaaact 


gctgaatatt 


tggtatcgtc 


gtcatgaagc 


tgctagtcta 


300 


atccacgaat 


tgcaacacga 


tcccgcattt 


aatctgcgca 


attcggagga 


aatcaaattc 


360 


tggcagcaaa 


atcagaggaa 


ctttaagaga 


atattttact 


ggtacatctg 


gggcagcctt 


420 


ttcgtggctg 


taatgggtta 


tataagcgtg 


tttttccagg 


aggattacga 


gctgcccttt 


480 


ggctactacg 


tgccattcga 


gtggcgcacc 


agggaacgat 


acttctacgc 


ttggggctat 


540 


aatgtggtgg 


ccatgaccct 


gtgctgtcta 


tccaacatcc 


tactggacac 


actaggctgt 


600 


tatttcatgt 


tccacatcgc 


ctcgcttttc 


aggcttttgg 


gaatgcgact 


ggaggccttg 


660 


aaaaatgcag 


ccgaagagaa 


agccagaccg 


gagttgcgcc 


gcattttcca 


actgcacact 


720 


aaagtccgcc 


gattgacgag 


ggaatgcgaa 


gtgttagttt 


caccctatgt 


tctatcccaa 


780 


gtggtcttca 


gtgccttcat 


catctgcttc 


agtgcctatc 


gactggtgca 


catgggcttc 


840 


aagcagcgac 


ctggactctt 


cgtgaccacc 


gtgcaattcg 


tggccgtcat 


gatcgtccag 


900 


attttcttgc 


cctgttacta 


cggcaatgag 


ttgacctttc 


atgccaatgc 


actcactaat 


960 
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agtgtcttcg gtaccaattg gctggagtac tccgtgggca ctcgcaagct gcttaactgc 102 0 

tacatggagt tcctcaagcg accggttaaa gtgcgagctg gggtgttctt tgaaatagga 1080 

ctacccatct ttgtgaagac catcaacaat gcctacagtt tcttcgccct gctgctaaag 114 0 

atatccaag 1149 

<210> 34 
<211> 383 
<212> PRT 

<213> Drosophila Melanogaster DOR109 
<400> 34 

Met Glu Ser Thr Asn Arg Leu Ser Ala lie Gin Thr Leu Leu Val lie 
15 10 15 

Gin Arg Trp lie Gly Leu Leu Lys Trp Glu Asn Glu Gly Glu Asp Gly 
20 25 30 

Val Leu Thr Trp Leu Lys Arg lie Tyr Pro Phe Val Leu His Leu Pro 
35 40 45 

Leu Thr Phe Thr Tyr lie Ala Leu Met Trp Tyr Glu Ala lie Thr Ser 
50 55 60 

Ser Asp Phe Glu Glu Ala Gly Gin Val Leu Tyr Met Ser lie Thr Glu 
65 70 75 80 

Leu Ala Leu Val Thr Lys Leu Leu Asn lie Trp Tyr Arg Arg His Glu 
85 90 95 

Ala Ala Ser Leu lie His Glu Leu Gin His Asp Pro Ala Phe Asn Leu 
100 105 110 

Arg Asn Ser Glu Glu lie Lys Phe Trp Gin Gin Asn Gin Arg Asn Phe 
115 120 125 

Lys Arg lie Phe Tyr Trp Tyr lie Trp Gly Ser Leu Phe Val Ala Val 
130 135 140 

Met Gly Tyr lie Ser Val Phe Phe Gin Glu Asp Tyr Glu Leu Pro Phe 
145 150 155 160 

Gly Tyr Tyr Val Pro Phe Glu Trp Arg Thr Arg Glu Arg Tyr Phe Tyr 
165 170 175 

Ala Trp Gly Tyr Asn Val Val Ala Met Thr Leu Cys Cys Leu Ser Asn 
180 185 190 

lie Leu Leu Asp Thr Leu Gly Cys Tyr Phe Met Phe His lie Ala Ser 
195 200 205 
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Leu Phe Arg Leu Leu Gly Met Arg Leu Glu Ala Leu Lys Asn Ala Ala 
210 215 220 

Glu Glu Lys Ala Arg Pro Glu Leu Arg Arg lie Phe Gin Leu His Thr 
225 230 235 240 

Lys Val Arg Arg Leu Thr Arg Glu Cys Glu Val Leu Val Ser Pro Tyr 
245 250 255 

Val Leu Ser Gin Val Val Phe Ser Ala Phe lie lie Cys Phe Ser Ala 
260 265 270 

Tyr Arg Leu Val His Met Gly Phe Lys Gin Arg Pro Gly Leu Phe Val 
275 280 285 

Thr Thr Val Gin Phe Val Ala Val Met lie Val Gin lie Phe Leu Pro 
290 295 300 

Cys Tyr Tyr Gly Asn Glu Leu Thr Phe His Ala Asn Ala Leu Thr Asn 
305 310 315 320 

Ser Val Phe Gly Thr Asn Trp Leu Glu Tyr Ser Val Gly Thr Arg Lys 
325 330 335 

Leu Leu Asn Cys Tyr Met Glu Phe Leu Lys Arg Pro Val Lys Val Arg 
340 345 350 

Ala Gly Val Phe Phe Glu lie Gly Leu Pro lie Phe Val Lys Thr lie 
355 360 365 

Asn Asn Ala Tyr Ser Phe Phe Ala Leu Leu Leu Lys lie Ser Lys 
370 375 380 

<210> 35 
<211> 1161 
<212> DNA 

<213> Drosophila Melanogaster DOR110 
<400> 35 

atgttgttca actatctgcg aaagccgaat cccacaaacc ttttgacttc tccggactca 60 
tttagatact ttgagtatgg aatgttttgc atgggatggc acacaccagc aacgcataag 120 
ataatctact atataacatc ctgtttgatt tttgcttggt gtgccgtata cttgccaatc 180 
ggaatcatca ttagtttcaa aacggatatt aacacattca caccgaatga actgttgaca 240 
gttatgcaat tatttttcaa ttcagtggga atgccattca aggttctgtt cttcaatttg 300 
tatatttctg gattttacaa ggccaaaaag ctccttagcg aaatggacaa acgttgcacc 360 
actttgaagg agcgagtgga agtgcaccaa ggtgtggtcc gttgcaacaa ggcctacctc 420 
atttaccagt tcatttatac cgcgtacact atttcaacat ttctatcggc ggctcttagt 480 
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ggaaaattgc 


catggcgcat 


ctataatcct 


tttgtggatt 


ttcgagaaag 


tagatccagt 


540 


ttttggaaag 


ctgccctcaa 


cgagacagca 


cttatgctat 


ttgctgtgac 


tcaaacccta 


600 


atgagtgata 


tatatccact 


gctttatggt 


ttgatcctga 


gagttcacct 


caaacttttg 


660 


cgactaagag 


tggagagcct 


gtgcacagat 


tctggaaaaa 


gcgatgctga 


aaacgagcaa 


720 


gatttgatta 


actatgctgc 


agcaatacga 


ccagcggtta 


cccgcacaat 


tttcgttcaa 


780 


ttcctcttga 


tcggaatttg 


ccttggcctt 


tcaatgatca 


atctactctt 


ctttgccgac 


840 


atctggacag 


gattggccac 


agtggcttac 


atcaatggtc 


taatggtgca 


gacatttcca 


900 


ttttgcttcg 


tttgtgatct 


actcaaaaag 


gattgtgaac 


ttcttgtgtc 


ggccatattt 


960 


cattccaact 


ggattaattc 


aagccgcagt 


tacaagtcat 


ctttgagata 


ttttctgaag 


1020 


aacgcccaga 


aatcaattgc 


ttttacagcc 


ggctctattt 


ttcccatttc 


tactggctcg 


1080 


aatattaagg 


tggctaagct 


ggcattttcg 


gtggttactt 


ttgtcaatca 


acttaacata 


1140 


gctgacagat 


tgacaaagaa 


c 
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<210> 36 
<211> 387 
<212> PRT 

<213> Drosophila Melanogaster DOR110 
<400> 36 

Met Leu Phe Asn Tyr Leu Arg Lys Pro Asn Pro Thr Asn Leu Leu Thr 
15 10 15 

Ser Pro Asp Ser Phe Arg Tyr Phe Glu Tyr Gly Met Phe Cys Met Gly 
20 25 30 

Trp His Thr Pro Ala Thr His Lys lie lie Tyr Tyr lie Thr Ser Cys 
35 40 45 

Leu He Phe Ala Trp Cys Ala Val Tyr Leu Pro He Gly He He He 
50 55 60 

Ser Phe Lys Thr Asp He Asn Thr Phe Thr Pro Asn Glu Leu Leu Thr 
65 70 75 80 

Val Met Gin Leu Phe Phe Asn Ser Val Gly Met Pro Phe Lys Val Leu 
85 90 95 

Phe Phe Asn Leu Tyr He Ser Gly Phe Tyr Lys Ala Lys Lys Leu Leu 
100 105 110 

Ser Glu Met Asp Lys Arg Cys Thr Thr Leu Lys Glu Arg Val Glu Val 
115 120 125 
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His Gin Gly Val Val 
130 

lie Tyr Thr Ala Tyr 
145 

Gly Lys Leu Pro Trp 
165 

Ser Arg Ser Ser Phe 
180 

Leu Phe Ala Val Thr 
195 

Tyr Gly Leu lie Leu 
210 

Glu Ser Leu Cys Thr 
225 

Asp Leu lie Asn Tyr 
245 

lie Phe Val Gin Phe 
260 

He Asn Leu Leu Phe 
275 

Ala Tyr He Asn Gly 
290 

Cys Asp Leu Leu Lys 
305 

His Ser Asn Trp He 
325 

Tyr Phe Leu Lys Asn 
340 

He Phe Pro He Ser 
355 

Phe Ser Val Val Thr 
370 

Thr Lys Asn 
385 

<210> 37 
<211> 1050 
<212> DNA 



Arg Cys Asn Lys Ala Tyr 
135 

Thr He Ser Thr Phe Leu 

150 155 

Arg He Tyr Asn Pro Phe 
170 

Trp Lys Ala Ala Leu Asn 
185 

Gin Thr Leu Met Ser Asp 
200 

Arg Val His Leu Lys Leu 
215 

Asp Ser Gly Lys Ser Asp 
230 235 

Ala Ala Ala He Arg Pro 
250 

Leu Leu lie Gly He Cys 
265 

Phe Ala Asp lie Trp Thr 
280 

Leu Met Val Gin Thr Phe 
295 

Lys Asp Cys Glu Leu Leu 
310 315 

Asn Ser Ser Arg Ser Tyr 
330 

Ala Gin Lys Ser He Ala 
345 

Thr Gly Ser Asn He Lys 
360 

Phe Val Asn Gin Leu Asn 
375 



Leu He Tyr Gin Phe 
140 

Ser Ala Ala Leu Ser 
160 

Val Asp Phe Arg Glu 
175 

Glu Thr Ala Leu Met 
190 

He Tyr Pro Leu Leu 
205 

Leu Arg Leu Arg Val 
220 

Ala Glu Asn Glu Gin 
240 

Ala Val Thr Arg Thr 
255 

Leu Gly Leu Ser Met 
270 

Gly Leu Ala Thr Val 
285 

Pro Phe Cys Phe Val 
300 

Val Ser Ala He Phe 
320 

Lys Ser Ser Leu Arg 
335 

Phe Thr Ala Gly Ser 
350 

Val Ala Lys Leu Ala 
365 

He Ala Asp Arg Leu 
380 
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<213> Drosophila Melanogaster D0R111 
<400> 37 

atgctgttcc gcaaacgtaa gccaaaaagt gacgatgaag tcatcacctt cgacgaactt 60 

acccggtttc cgatgacttt ctacaagacc atcggcgagg atctgtactc cgatagggat 12 0 

ccgaatgtga taaggcgtta cctgctacgt ttttatctgg tactcggttt tctcaacttc 180 

aatgcctatg tggtgggcga aatcgcgtac tttatagtcc atataatgtc gacgactact 240 

cttttggagg ccactgcagt ggcaccgtgc attggcttca gcttcatggc cgactttaag 3 00 

cagttcggtc tcacagtgaa tagaaagcga ttggtcagat tgctggatga tctcaaggag 360 

atatttcctt tagatttaga agcgcagcgg aagtataacg tatcgtttta ccggaaacac 42 0 

atgaacaggg tcatgaccct attcaccatc ctctgcatga cctacacctc gtcatttagc 480 

ttttatccag ccatcaagtc gaccataaag tattacctta tgggatcgga aatctttgag 540 

cgcaactacg gatttcacat tttgtttccc tacgacgcag aaacggatct gacggtctac 600 

tggttttcct actggggatt ggctcattgt gcctatgtgg ccggagtttc ctacgtctgc 660 

gtggatctcc tgctgatcgc gaccataacc cagcfcgacca tgcacttcaa ctttatagcg 72 0 

aatgatttgg aggcctacga aggaggtgat catacggatg aagaaaatat caaatacctg 780 

cacaacttgg tcgtctatca tgccagggcg ctggatatta acaagaaatg tacatttcag 840 

agctctcgga ttggccattc ggcatttaat cagaactggt tgccatgcag caccaaatac 900 

aaacgcatcc tgcaatttat tatcgcgcgc agccagaagc ccgcctctat aagaccgcct 960 

acctttccac ccatatcttt taataccttt atgaaggtaa tcagcatgtc gtatcagttt 1020 

tttgcactgc tccgcaccac atattatggt 1050 

<210> 38 
<211> 350 
<212> PRT 

<213> Drosophila Melanogaster DOR111 
<400> 38 

Met Leu Phe Arg Lys Arg Lys Pro Lys Ser Asp Asp Glu Val lie Thr 
15 10 15 

Phe Asp Glu Leu Thr Arg Phe Pro Met Thr Phe Tyr Lys Thr lie Gly 
20 25 30 

Glu Asp Leu Tyr Ser Asp Arg Asp Pro Asn Val lie Arg Arg Tyr Leu 
35 40 45 
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Leu Arg Phe Tyr Leu Val Leu Gly Phe Leu Asn Phe Asn Ala Tyr Val 
50 55 60 

Val Gly Glu lie Ala Tyr Phe lie Val His lie Met Ser Thr Thr Thr 
65 70 75 80 

Leu Leu Glu Ala Thr Ala Val Ala Pro Cys lie Gly Phe Ser Phe Met 
85 90 95 

Ala Asp Phe Lys Gin Phe Gly Leu Thr Val Asn Arg Lys Arg Leu Val 
100 105 110 

Arg Leu Leu Asp Asp Leu Lys Glu lie Phe Pro Leu Asp Leu Glu Ala 
115 120 125 

Gin Arg Lys Tyr Asn Val Ser Phe Tyr Arg Lys His Met Asn Arg Val 
130 135 140 

Met Thr Leu Phe Thr lie Leu Cys Met Thr Tyr Thr Ser Ser Phe Ser 
145 150 155 160 

Phe Tyr Pro Ala lie Lys Ser Thr lie Lys Tyr Tyr Leu Met Gly Ser 
165 170 175 

Glu lie Phe Glu Arg Asn Tyr Gly Phe His lie Leu Phe Pro Tyr Asp 
180 185 190 

Ala Glu Thr Asp Leu Thr Val Tyr Trp Phe Ser Tyr Trp Gly Leu Ala 
195 200 205 

His Cys Ala Tyr Val Ala Gly Val Ser Tyr Val Cys Val Asp Leu Leu 
210 215 220 

Leu lie Ala Thr lie Thr Gin Leu Thr Met His Phe Asn Phe lie Ala 
225 230 235 240 

Asn Asp Leu Glu Ala Tyr Glu Gly Gly Asp His Thr Asp Glu Glu Asn 
245 250 255 

lie Lys Tyr Leu His Asn Leu Val Val Tyr His Ala Arg Ala Leu Asp 
260 265 270 

lie Asn Lys Lys Cys Thr Phe Gin Ser Ser Arg lie Gly His Ser Ala 
275 280 285 

Phe Asn Gin Asn Trp Leu Pro Cys Ser Thr Lys Tyr Lys Arg lie Leu 
290 295 300 

Gin Phe lie lie Ala Arg Ser Gin Lys Pro Ala Ser lie Arg Pro Pro 
305 310 315 320 

Thr Phe Pro Pro lie Ser Phe Asn Thr Phe Met Lys Val lie Ser Met 
325 330 335 
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Ser Tyr Gin Phe Phe Ala Leu Leu Arg Thr Thr Tyr Tyr Gly 
340 345 350 

<210> 39 
<211> 1236 
<212> DNA 

<213> Drosophila Melanogaster D0R114 
<400> 39 



atgttgacta 


agaaggatac 


tcaaagtgcc 


aaggagcagg 


aaaagttgaa 


ggccattcca 


60 


ttgcacagct 


ttctgaaata 


tgccaacgtg 


ttctatttat 


cgattggaat 


gatggcctac 


120 


gatcacaagt 


acagtcaaaa 


gtggaaggag 


gtcctgctgc 


actggacatt 


cattgcccag 


180 


atggtcaatc 


tgaatacagt 


gctcatctcg 


gaactgattt 


acgtattcct 


ggcgatcggc 


240 


aaaggtagca 


attttctgga 


ggccaccatg 


aatctgtctt 


tcattggatt 


tgtcatcgtt 


300 


ggtgacttca 


aaatctggaa 


catttcgcgg 


cagagaaaga 


gactcaccca 


agtggtcagc 


360 


cgattggaag 


aactgcatcc 


gcaaggcttg 


gctcaacaag 


aaccctataa 


tatagggcat 


420 


catctgagcg 


gctatagccg 


atatagcaaa 


ttttacttcg 


gcatgcacat 


ggtgctgata 


480 


tggacgtaca 


acctgtattg 


ggccgtttac 


tatctggtct 


gtgatttctg 


gctgggaatg 


540 


cgtcaatttg 


agaggatgct 


gccctactac 


tgctgggttc 


cctgggattg 


gagtaccgga 


600 


tatagctact 


atttcatgta 


tatctcacag 


aatatcggcg 


gtcaggcttg 


tctgtccggt 


660 


cagctagcag 


ctgacatgtt 


aatgtgcgcc 


ctggtcactt 


tggtggtgat 


gcacttcatc 


720 


cggctttccg 


ctcacatcga 


gagtcatgtt 


gcgggcattg 


gctcattcca 


gcacgatttg 


780 


gagttcctcc 


aagcgacggt 


ggcgt a t cac 


cagagc 1 1 ga 


tccacctctg 


t~*r*zi nrra 1~ ^ i~ 
^ ^- ciyy c*. i— d L- \^ 


84 0 


aatgagatat 


tcggtgtttc 


actgttgtcc 


aactttgtat 


cctcgtcgtt 


tatcatctgc 


900 


ttcgtgggtt 


tccagatgac 


catcggcagc 


aagatcgaca 


acctggtaat 


gcttgtgctt 


960 


ttcctgtttt 


gtgccatggt 


tcaggtcttc 


atgattgcca 


cccatgctca 


gaggctcgtt 


1020 


gatgcgagtg 


aacagattgg 


tcaagcggtc 


tataatcacg 


actggttccg 


tgctgatctg 


1080 


cggtatcgta 


aaatgctgat 


cctgattatt 


aagagggccc 


aacagccgag 


tcgactcaag 


1140 


gccacaatgt 


tcctgaacat 


ctcactggtc 


accgtgtcgg 


atctcttgca 


actctcgtac 


1200 


aaattctttg 


cccttctgcg 


cacaatgtac 


gtgaat 






1236 



<210> 40 
<211> 412 
<212> PRT 
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<213> Drosophila Melanogaster DOR114 
<400> 40 

Met Leu Thr Lys Lys Asp Thr Gin Ser Ala Lys Glu Gin Glu Lys Leu 
15 10 15 

Lys Ala lie Pro Leu His Ser Phe Leu Lys Tyr Ala Asn Val Phe Tyr 
20 25 30 

Leu Ser lie Gly Met Met Ala Tyr Asp His Lys Tyr Ser Gin Lys Trp 
35 40 45 

Lys Glu Val Leu Leu His Trp Thr Phe lie Ala Gin Met Val Asn Leu 
50 55 60 

Asn Thr Val Leu lie Ser Glu Leu lie Tyr Val Phe Leu Ala lie Gly 
65 70 75 80 

Lys Gly Ser Asn Phe Leu Glu Ala Thr Met Asn Leu Ser Phe lie Gly 
85 90 95 

Phe Val lie Val Gly Asp Phe Lys lie Trp Asn lie Ser Arg Gin Arg 
100 105 110 

Lys Arg Leu Thr Gin Val Val Ser Arg Leu Glu Glu Leu His Pro Gin 
115 120 125 

Gly Leu Ala Gin Gin Glu Pro Tyr Asn lie Gly His His Leu Ser Gly 
130 135 140 

Tyr Ser Arg Tyr Ser Lys Phe Tyr Phe Gly Met His Met Val Leu lie 
145 150 155 160 

Trp Thr Tyr Asn Leu Tyr Trp Ala Val Tyr Tyr Leu Val Cys Asp Phe 
165 170 175 

Trp Leu Gly Met Arg Gin Phe Glu Arg Met Leu Pro Tyr Tyr Cys Trp 
180 185 190 

Val Pro Trp Asp Trp Ser Thr Gly Tyr Ser Tyr Tyr Phe Met Tyr lie 
195 200 205 

Ser Gin Asn lie Gly Gly Gin Ala Cys Leu Ser Gly Gin Leu Ala Ala 
210 215 220 

Asp Met Leu Met Cys Ala Leu Val Thr Leu Val Val Met His Phe lie 
225 230 235 240 

Arg Leu Ser Ala His lie Glu Ser His Val Ala Gly lie Gly Ser Phe 
245 250 255 

Gin His Asp Leu Glu Phe Leu Gin Ala Thr Val Ala Tyr His Gin Ser 
260 265 270 
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Leu lie His Leu Cys Gin Asp lie Asn Glu He Phe Gly Val Ser Leu 
275 280 285 

Leu Ser Asn Phe Val Ser Ser Ser Phe He He Cys Phe Val Gly Phe 
290 295 300 

Gin Met Thr He Gly Ser Lys He Asp Asn Leu Val Met Leu Val Leu 
305 310 315 320 

Phe Leu Phe Cys Ala Met Val Gin Val Phe Met He Ala Thr His Ala 
325 330 335 

Gin Arg Leu Val Asp Ala Ser Glu Gin He Gly Gin Ala Val Tyr Asn 
340 345 350 

His Asp Trp Phe Arg Ala Asp Leu Arg Tyr Arg Lys Met Leu He Leu 
355 360 365 

He He Lys Arg Ala Gin Gin Pro Ser Arg Leu Lys Ala Thr Met Phe 
370 375 380 

Leu Asn lie Ser Leu Val Thr Val Ser Asp Leu Leu Gin Leu Ser Tyr 
385 390 395 400 

Lys Phe Phe Ala Leu Leu Arg Thr Met Tyr Val Asn 
405 410 

<210> 41 
<211> 1140 
<212> DNA 

<213> Drosophila Melanogaster D0R115 
<400> 41 

atggagaagc taatgaagta cgctagcttc ttctacacag cagtgggcat acggccatat 60 

accaatggtg aagaatccaa aatgaacaaa cttatatttc acatagtttt ttggtccaat 120 

gtgattaacc tcagcttcgt tggattattt gagagcattt acgtttacag tgccttcatg 180 

gataataagt tcctggaagc agtcactgcg ttgtcctaca ttggcttcgt aaccgtaggc 240 

atgagcaaga tgttcttcat ccggtggaag aaaacggcta taactgaact gattaatgaa 3 00 

ttgaaggaga tctatccgaa tggtttgatc cgagaggaaa gatacaatct gccgatgtat 3 60 

ctgggcacct gctccagaat cagccttata tattccttgc tctactctgt tctcatctgg 420 

acattcaact tgttttgtgt aatggagtat tgggtctatg acaagtggct caacattcga 4 80 

gtggtgggca aacagttgcc gtacctcatg tacattcctt ggaaatggca ggataactgg 540 

tcgtactatc cactgttatt ctcccagaat tttgcaggat acacatctgc agctggtcaa 600 

atttcaaccg atgtcttgct ctgcgcggtg gccactcagt tggtaatgca cttcgacttt 660 
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ctctcaaata gtatggaacg ccacgaattg agtggagatt ggaagaagga ctcccgattt 720 

ctggtggaca ttgttaggta tcacgaacgt atactccgcc tttcagatgc agtgaacgat 780 

atatttggaa ttccactact actcaacttc atggtatcct cgttcgtcat ctgcttcgtg 840 

ggattccaga tgactgttgg agttccgccg gatatagttg tgaagctctt cctcttcctt 900 

gtctcttcga tgagtcaggt ctatttgatt tgtcactatg gtcaactggt ggccgatgct 960 

agctacggat tttcggttgc cacctacaat cagaagtggt ataaagccga tgtgcgctat 1020 

aaacgagcct tggttattat tatagctaga tcgcagaagg taacttttct aaaggccact 1080 

atattcttgg atattaccag gtccactatg acagatgtac gcaactgtgt attgtcagtg 1140 

<210> 42 

<211> 380 

<212> PRT 

<213> Drosophila Melanogaster DOR115 

<400> 42 

Met Glu Lys Leu Met Lys Tyr Ala Ser Phe Phe Tyr Thr Ala Val Gly 
1 5 10 15 

lie Arg Pro Tyr Thr Asn Gly Glu Glu Ser Lys Met Asn Lys Leu lie 
20 25 30 

Phe His lie Val Phe Trp Ser Asn Val He Asn Leu Ser Phe Val Gly 
35 40 45 

Leu Phe Glu Ser He Tyr Val Tyr Ser Ala Phe Met Asp Asn Lys Phe 
50 55 60 

Leu Glu Ala Val Thr Ala Leu Ser Tyr He Gly Phe Val Thr Val Gly 
65 70 75 80 

Met Ser Lys Met Phe Phe He Arg Trp Lys Lys Thr Ala He Thr Glu 
85 90 95 

Leu He Asn Glu Leu Lys Glu He Tyr Pro Asn Gly Leu He Arg Glu 
100 105 110 

Glu Arg Tyr Asn Leu Pro Met Tyr Leu Gly Thr Cys Ser Arg He Ser 
115 120 125 

Leu He Tyr Ser Leu Leu Tyr Ser Val Leu He Trp Thr Phe Asn Leu 
130 135 140 

Phe Cys Val Met Glu Tyr Trp Val Tyr Asp Lys Trp Leu Asn He Arg 
145 150 155 160 

Val Val Gly Lys Gin Leu Pro Tyr Leu Met Tyr He Pro Trp Lys Trp 
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165 170 175 

Gin Asp Asn Trp Ser Tyr Tyr Pro Leu Leu Phe Ser Gin Asn Phe Ala 
180 185 190 

Gly Tyr Thr Ser Ala Ala Gly Gin He Ser Thr Asp Val Leu Leu Cys 
195 200 205 

Ala Val Ala Thr Gin Leu Val Met His Phe Asp Phe Leu Ser Asn Ser 
210 215 220 

Met Glu Arg His Glu Leu Ser Gly Asp Trp Lys Lys Asp Ser Arg Phe 
225 230 235 240 

Leu Val Asp He Val Arg Tyr His Glu Arg He Leu Arg Leu Ser Asp 
245 250 255 

Ala Val Asn Asp He Phe Gly He Pro Leu Leu Leu Asn Phe Met Val 
260 265 270 

Ser Ser Phe Val He Cys Phe Val Gly Phe Gin Met Thr Val Gly Val 
275 280 285 

Pro Pro Asp He Val Val Lys Leu Phe Leu Phe Leu Val Ser Ser Met 
290 295 300 

Ser Gin Val Tyr Leu He Cys His Tyr Gly Gin Leu Val Ala Asp Ala 
305 310 315 320 

Ser Tyr Gly Phe Ser Val Ala Thr Tyr Asn Gin Lys Trp Tyr Lys Ala 
325 330 335 

Asp Val Arg Tyr Lys Arg Ala Leu Val He He He Ala Arg Ser Gin 
340 345 350 

Lys Val Thr Phe Leu Lys Ala Thr He Phe Leu Asp He Thr Arg Ser 
355 360 365 

Thr Met Thr Asp Val Arg Asn Cys Val Leu Ser Val 
370 375 380 

<210> 43 
<211> 759 
<212> DNA 

<213> Drosophila Melanogaster D0R116 
<400> 43 

atggaactcc tgccattggc catgctaatg tacgatggaa cccgggttac tgcgatgcag 60 
tatttaattc cgggtctacc gcttgagaac aattattgct acgtagtcac gtacatgatt 120 
cagacggtga caatgctcgt gcaaggagtc ggattctact ccggtgattt gttcgtattt 180 
ctcggcttaa cgcagatcct aactttcgcc gatatgctgc aggtgaaggt gaaagagcta 24 0 
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aacgatgccc tggaacaaaa agcggaatac agagctctag tccgagttgg agcttctatt 300 

gatggagcgg aaaatcgtca acgccttctc ttggatgtta taagatggca tcaattattc 360 

acggactact gtcgcgccat aaatgccctc tactacgaat tgatcgccac tcaggttctt 420 

tcgatggctt tggccatgat gctcagcttc tgcattaatt tgagcagctt tcacatgcct 480 

tcggctatct ttttcgtggt ttctgcctac agcatgtcca tctattgcat tctgggcacc 540 

attcttgagt ttgcatatga ccaggtgtac gagagcatct gtaatgtgac ctggtatgag 600 

ttgagtggcg aacagcgaaa gctttttggt tttttgttgc gggaatccca gtatccgcac 660 

aatattcaga tacttggagt tatgtcgctt tccgtgagaa cggctctgca gattgttaaa 720 

ctaatttata gcgtatccat gatgatgatg aatcgggcg 759 

<210> 44 
<211> 253 
<212> PRT 

<213> Drosophila Melanogaster DOR116 
<400> 44 

Met Glu Leu Leu Pro Leu Ala Met Leu Met Tyr Asp Gly Thr Arg Val 
15 10 15 

Thr Ala Met Gin Tyr Leu He Pro Gly Leu Pro Leu Glu Asn Asn Tyr 
20 25 30 

Cys Tyr Val Val Thr Tyr Met He Gin Thr Val Thr Met Leu Val Gin 
35 40 45 

Gly Val Gly Phe Tyr Ser Gly Asp Leu Phe Val Phe Leu Gly Leu Thr 
50 55 60 

Gin He Leu Thr Phe Ala Asp Met Leu Gin Val Lys Val Lys Glu Leu 
65 70 75 80 

Asn Asp Ala Leu Glu Gin Lys Ala Glu Tyr Arg Ala Leu Val Arg Val 
85 90 95 

Gly Ala Ser He Asp Gly Ala Glu Asn Arg Gin Arg Leu Leu Leu Asp 
100 105 110 

Val He Arg Trp His Gin Leu Phe Thr Asp Tyr Cys Arg Ala He Asn 
115 120 125 

Ala Leu Tyr Tyr Glu Leu He Ala Thr Gin Val Leu Ser Met Ala Leu 
130 135 140 

Ala Met Met Leu Ser Phe Cys He Asn Leu Ser Ser Phe His Met Pro 
145 150 155 160 
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Ser Ala He Phe Phe Val Val Ser Ala Tyr Ser Met Ser He Tyr Cys 
165 170 175 

He Leu Gly Thr He Leu Glu Phe Ala Tyr Asp Gin Val Tyr Glu Ser 
180 185 190 

He Cys Asn Val Thr Trp Tyr Glu Leu Ser Gly Glu Gin Arg Lys Leu 
195 200 205 

Phe Gly Phe Leu Leu Arg Glu Ser Gin Tyr Pro His Asn He Gin He 
210 215 220 

Leu Gly Val Met Ser Leu Ser Val Arg Thr Ala Leu Gin He Val Lys 
225 230 235 240 

Leu He Tyr Ser Val Ser Met Met Met Met Asn Arg Ala 
245 250 

<210> 45 
<211> 1152 
<212> DNA 

<213> Drosophila Melanogaster D0R117 



<400> 45 
atggatctgc 


gaaggtggtt 


tccgaccttg 


tacacccagt 


cgaaggattc 


gccagttcgc 


60 


tcccgagacg 


cgaccctgta 


cctcctacgc 


tgcgtcttct 


taatgggcgt 


ccgcaagcca 


120 


cctgccaagt 


ttttcgtggc 


ctacgtgctc 


tggtccttcg 


cactgaattt 


ctgctcaaca 


180 


ttttatcagc 


caattggctt 


tctcacaggc 


tatataagcc 


atttatcaga 


gttctccccg 


240 


ggagagtttc 


taacttcgct 


gcaggtggcc 


tttaatgctt 


ggtcctgctc 


tacaaaagtc 


300 


ctgatagtgt 


gggcactagt 


taagcgcttt 


gacgaggcta 


ataaccttct 


cgacgagatg 


360 


gataggcgta 


tcacagaccc 


cggagagcgt 


cttcagattc 


atcgcgctgt 


ctccctcagt 


420 


aaccgtatat 


tcttcttttt 


catggcagtc 


tacatggttt 


atgccactaa 


tacgtttctg 


480 


tcggcgatct 


tcattggaag 


gccaccgtac 


caaaattact 


acccttttct 


ggactggcga 


540 


tctagcactc 


tgcatctagc 


tctgcaggcc 


ggtctggaat 


acttcgccat 


ggctggcgcc 


600 


tgcttccagg 


acgtttgcgt 


tgattgctac 


ccagtcaatt 


tcgttttggt 


cctgcgtgcc 


660 


cacatgtcga 


tcttcgcgga 


gcgccttcga 


cgtttgggaa 


cttatcctta 


tgaaagccag 


720 


gagcagaaat 


atgaacgatt 


ggttcagtgc 


atacaagatc 


acaaagtaat 


tttgcgattt 


780 


gttgactgcc 


tgcgtcctgt 


tatttctggt 


accatcttcg 


tgcaattctt 


ggttgtgggg 


840 


ttggtgctgg 


gctttaccct 


aattaacatt 


gtcctgttcg 


ccaacttggg 


atcggccatc 


900 
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gcagcgctct cgtttatggc cgcagtgctt ctagagacga ctcccttctg catattgtgc 960 

aattatctca cagaagactg ctacaagctg gccgatgccc tgtttcagtc aaactggatt 1020 

gatgaggaga aacgatacca aaagacactc atgtacttcc tacagaaact gcagcagcct 108 Q 

ataaccttca tggctatgaa cgtgtttcca atatctgtgg gaactaacat cagtgtaagc 1140 

agatgtgccc tt 1152 

<210> 46 
<211> 384 
<212> PRT 

<213> Drosophila Melanogaster DOR117 
<400> 46 

Met Asp Leu Arg Arg Trp Phe Pro Thr Leu Tyr Thr Gin Ser Lys Asp 
15 10 15 

Ser Pro Val Arg Ser Arg Asp Ala Thr Leu Tyr Leu Leu Arg Cys Val 
20 25 30 

Phe Leu Met Gly Val Arg Lys Pro Pro Ala Lys Phe Phe Val Ala Tyr 
35 40 45 

Val Leu Trp Ser Phe Ala Leu Asn Phe Cys Ser Thr Phe Tyr Gin Pro 
50 55 60 

lie Gly Phe Leu Thr Gly Tyr He Ser His Leu Ser Glu Phe Ser Pro 
65 70 75 80 

Gly Glu Phe Leu Thr Ser Leu Gin Val Ala Phe Asn Ala Trp Ser Cys 
85 90 95 

Ser Thr Lys Val Leu He Val Trp Ala Leu Val Lys Arg Phe Asp Glu 
100 105 110 

Ala Asn Asn Leu Leu Asp Glu Met Asp Arg Arg He Thr Asp Pro Gly 
115 120 125 

Glu Arg Leu Gin He His Arg Ala Val Ser Leu Ser Asn Arg He Phe 
130 135 140 

Phe Phe Phe Met Ala Val Tyr Met Val Tyr Ala Thr Asn Thr Phe Leu 
145 150 155 160 

Ser Ala He Phe He Gly Arg Pro Pro Tyr Gin Asn Tyr Tyr Pro Phe 
165 170 175 

Leu Asp Trp Arg Ser Ser Thr Leu His Leu Ala Leu Gin Ala Gly Leu 
180 185 190 

Glu Tyr Phe Ala Met Ala Gly Ala Cys Phe Gin Asp Val Cys Val Asp 
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195 200 205 

Cys Tyr Pro Val Asn Phe Val Leu Val Leu Arg Ala His Met Ser lie 
210 215 220 

Phe Ala Glu Arg Leu Arg Arg Leu Gly Thr Tyr Pro Tyr Glu Ser Gin 
225 230 235 240 

Glu Gin Lys Tyr Glu Arg Leu Val Gin Cys lie Gin Asp His Lys Val 
245 250 255 

lie Leu Arg Phe Val Asp Cys Leu Arg Pro Val lie Ser Gly Thr lie 
260 265 270 

Phe Val Gin Phe Leu Val Val Gly Leu Val Leu Gly Phe Thr Leu He 
275 280 285 

Asn He Val Leu Phe Ala Asn Leu Gly Ser Ala He Ala Ala Leu Ser 
290 295 300 

Phe Met Ala Ala Val Leu Leu Glu Thr Thr Pro Phe Cys He Leu Cys 
305 310 315 320 

Asn Tyr Leu Thr Glu Asp Cys Tyr Lys Leu Ala Asp Ala Leu Phe Gin 
325 330 335 

Ser Asn Trp He Asp Glu Glu Lys Arg Tyr Gin Lys Thr Leu Met Tyr 
340 345 350 

Phe Leu Gin Lys Leu Gin Gin Pro He Thr Phe Met Ala Met Asn Val 
355 360 365 

Phe Pro He Ser Val Gly Thr Asn He Ser Val Ser Arg Cys Ala Leu 
370 375 380 

<210> 47 
<211> 1116 
<212> DNA 

<213> Drosophila Melanogaster D0R118 
<400> 47 

atgaagttta ttggatggct gccccccaag cagggtgtgc tccggtatgt gtacctcacc 60 

tggacgctaa tgacgttcgt gtggtgtaca acgtacctgc cgcttggctt ccttggtagc 12 0 

tacatgacgc agatcaagtc cttctcccct ggagagtttc tcacttcact ccaggtgtgc 180 

attaatgcct acggctcatc ggtaaaagtt gcaatcacat actccatgct ctggcgcctt 240 

atcaaggcca agaacatttt ggaccagctg gacctgcgct gcaccgccat ggaggagcgc 3 00 

gaaaagatcc acctagtggt ggcccgcagc aaccatgcct ttctcatctt cacctttgtc 360 

tactgcggat atgccggctc cacctacctg agctcggttc tcagcgggcg tccgccctgg 420 



54 



cagctgtaca atccctttat tgattggcat gacggcacac tcaagctctg ggtggcctcc 4 80 

acgttggagt acatggtgat gtcaggcgcc gttctgcagg atcaactctc ggactcttac 540 

ccattgatct ataccctcat ccttcgtgct cacttggaca tgctaaggga gcgcatccga 600 

cgcctccgtt ccgatgagaa cctgagcgag gccgagagct atgaagagct ggtcaaatgt 660 

gtgatggacc acaagctcat tctaagatac tgcgcgatta ttaaaccagt aatccagggg 72 0 

accatcttca cacagtttct gctgatcggc ctggttctgg gcttcacgct gatcaacgtg 780 

tttttcttct cagacatctg gacgggcatc gcatcattta tgtttgttat aaccattttg 840 

ctgcagacct tccccttctg ctacacatgc aacctcatca tggaggactg cgagtccttg 900 

acccatgcta ttttccagtc caactgggtg gatgccagtc gtcgctacaa aacaacacta 960 

ctgtattttc tccaaaacgt gcagcagcct atcgttttca ttgcaggcgg tatctttcag 102 0 

atatccatga gcagcaacat aagtgtggca aagtttgctt tctccgtgat aaccattacc 1080 

aagcaaatga atatagctga caaatttaag acggac 1116 

<210> 48 
<211> 372 
<212> PRT 

<213> Drosophila Melanogaster D0R118 
<400> 48 



Val Tyr Leu Thr Trp Thr Leu Met Thr Phe Val Trp Cys Thr Thr Tyr 
20 25 30 

Leu Pro Leu Gly Phe Leu Gly Ser Tyr Met Thr Gin lie Lys Ser Phe 
35 40 45 

Ser Pro Gly Glu Phe Leu Thr Ser Leu Gin Val Cys lie Asn Ala Tyr 
50 55 60 

Gly Ser Ser Val Lys Val Ala lie Thr Tyr Ser Met Leu Trp Arg Leu 

65 70 75 80 

lie Lys Ala Lys Asn lie Leu Asp Gin Leu Asp Leu Arg Cys Thr Ala 
85 90 95 

Met Glu Glu Arg Glu Lys lie His Leu Val Val Ala Arg Ser Asn His 
100 105 110 

Ala Phe Leu He Phe Thr Phe Val Tyr Cys Gly Tyr Ala Gly Ser Thr 
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Tyr Leu Ser Ser Val Leu Ser Gly Arg Pro Pro Trp Gin Leu Tyr Asn 
130 135 140 

Pro Phe He Asp Trp His Asp Gly Thr Leu Lys Leu Trp Val Ala Ser 
145 150 155 160 

Thr Leu Glu Tyr Met Val Met Ser Gly Ala Val Leu Gin Asp Gin Leu 
165 170 175 

Ser Asp Ser Tyr Pro Leu He Tyr Thr Leu He Leu Arg Ala His Leu 
180 185 190 

Asp Met Leu Arg Glu Arg lie Arg Arg Leu Arg Ser Asp Glu Asn Leu 
195 200 205 

Ser Glu Ala Glu Ser Tyr Glu Glu Leu Val Lys Cys Val Met Asp His 
210 215 220 

Lys Leu He Leu Arg Tyr Cys Ala He He Lys Pro Val He Gin Gly 
225 230 235 240 

Thr He Phe Thr Gin Phe Leu Leu He Gly Leu Val Leu Gly Phe Thr 
245 250 255 

Leu He Asn Val Phe Phe Phe Ser Asp He Trp Thr Gly He Ala Ser 
260 265 270 

Phe Met Phe Val He Thr He Leu Leu Gin Thr Phe Pro Phe Cys Tyr 
275 280 285 

Thr Cys Asn Leu He Met Glu Asp Cys Glu Ser Leu Thr His Ala He 
290 295 300 

Phe Gin Ser Asn Trp Val Asp Ala Ser Arg Arg Tyr Lys Thr Thr Leu 
305 310 315 320 

Leu Tyr Phe Leu Gin Asn Val Gin Gin Pro He Val Phe He Ala Gly 



Ala Phe Ser Val He Thr lie Thr Lys Gin Met Asn lie Ala Asp Lys 
355 360 365 

Phe Lys Thr Asp 
370 

<210> 49 

<211> 1194 

<212> DNA 

<213> Drosophila Melanogaster D0R119 

<400> 49 



325 



330 



335 



Gly He Phe Gin He 
340 



Ser Met Ser Ser Asn He Ser Val Ala Lys Phe 
345 350 
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atggcggtgt tcaagctaat caaaccggct ccgttgaccg agaaggtgca gtcccgccag 60 

gggaatatat atctgtaccg tgccatgtgg ctcatcggat ggattccgcc gaaggaggga 12 0 

gtcctgcgct acgtgtatct cttctggacc tgcgtgccct tcgccttcgg ggtgttttac 180 

ctgcccgtgg gcttcatcat cagctacgtg caggagttca agaacttcac gccgggcgag 240 

ttccttacct cgctgcaggt gtgcatcaat gtgtatggcg cctcggtgaa gtccaccatc 3 00 

acctacctct tcctctggcg actgcgcaag acggagatcc ttctggactc cctggacaag 360 

aggctggcga acgacagcga tcgcgagagg atccacaata tggtggcgcg ctgcaactac 42 0 

gcctttctca tctacagctt catctactgc ggatacgcgg gttccacttt cctgtcctac 480 

gccctcagtg gtcgtcctcc gtggtccgtc tacaatccct tcatcgattg gcgcgatggc 540 

atgggcagcc tgtggatcca ggccatattc gagtacatca ccatgtcctt cgccgtgctg 600 

caggaccagc tatccgacac gtatcccctg atgttcacca ttatgttccg ggcccacatg 660 

gaggtcctca aggatcacgt gcggagcctg cgcatggatc ccgagcgcag tgaggcagac 72 0 

aactatcagg atctggtgaa ctgcgtgctg gaccacaaga ctatactgaa atgctgtgac 780 

atgattcgcc ccatgatatc ccgcaccatc ttcgtgcaat tcgcgctgat tggttccgtt 840 

ttgggcctga ccctggtgaa cgtgttcttc ttctcgaact tctggaaggg cgtggcctcg 900 

ctcctgttcg tcatcaccat cctgctgcag accttcccgt tctgctacac ctgcaacatg 960 

ctgatcgacg atgcccagga tctgtccaac gagattttcc agtccaactg ggtggacgcg 1020 

gagccgcgct acaaggcgac gctggtgctc ttcatgcacc atgttcagca gcccataatc 1080 

ttcattgccg gaggcatctt tcccatctct atgaacagca acataaccgt ggccaagttc 1140 

gccttcagca tcattacaat agtgcgacaa atgaatctgg ccgagcagtt ccag 1194 

<210> 50 
<211> 398 
<212> PRT 

<213> Drosophila Melanogaster DOR119 
<400> 50 

Met Ala Val Phe Lys Leu lie Lys Pro Ala Pro Leu Thr Glu Lys Val 
15 10 15 

Gin Ser Arg Gin Gly Asn He Tyr Leu Tyr Arg Ala Met Trp Leu He 
20 25 30 

Gly Trp He Pro Pro Lys Glu Gly Val Leu Arg Tyr Val Tyr Leu Phe 
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35 



40 



45 



Trp Thr Cys Val Pro Phe Ala Phe Gly Val Phe Tyr Leu Pro Val Gly 
50 55 60 

Phe He He Ser Tyr Val Gin Glu Phe Lys Asn Phe Thr Pro Gly Glu 
65 70 75 80 

Phe Leu Thr Ser Leu Gin Val Cys He Asn Val Tyr Gly Ala Ser Val 
85 90 95 

Lys Ser Thr He Thr Tyr Leu Phe Leu Trp Arg Leu Arg Lys Thr Glu 
100 105 110 

He Leu Leu Asp Ser Leu Asp Lys Arg Leu Ala Asn Asp Ser Asp Arg 
115 120 125 

Glu Arg He His Asn Met Val Ala Arg Cys Asn Tyr Ala Phe Leu He 
130 135 140 

Tyr Ser Phe He Tyr Cys Gly Tyr Ala Gly Ser Thr Phe Leu Ser Tyr 
145 150 155 160 

Ala Leu Ser Gly Arg Pro Pro Trp Ser Val Tyr Asn Pro Phe He Asp 
165 170 175 

Trp Arg Asp Gly Met Gly Ser Leu Trp He Gin Ala He Phe Glu Tyr 
180 185 190 

He Thr Met Ser Phe Ala Val Leu Gin Asp Gin Leu Ser Asp Thr Tyr 
195 200 205 

Pro Leu Met Phe Thr He Met Phe Arg Ala His Met Glu Val Leu Lys 
210 215 220 

Asp His Val Arg Ser Leu Arg Met Asp Pro Glu Arg Ser Glu Ala Asp 
225 230 235 240 

Asn Tyr Gin Asp Leu Val Asn Cys Val Leu Asp His Lys Thr He Leu 
245 250 255 

Lys Cys Cys Asp Met He Arg Pro Met lie Ser Arg Thr He Phe Val 
260 265 270 

Gin Phe Ala Leu He Gly Ser Val Leu Gly Leu Thr Leu Val Asn Val 
275 280 285 

Phe Phe Phe Ser Asn Phe Trp Lys Gly Val Ala Ser Leu Leu Phe Val 
290 295 300 

He Thr He Leu Leu Gin Thr Phe Pro Phe Cys Tyr Thr Cys Asn Met 
305 310 315 320 

Leu He Asp Asp Ala Gin Asp Leu Ser Asn Glu He Phe Gin Ser Asn 
325 330 335 
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Trp Val Asp Ala Glu Pro Arg Tyr Lys Ala Thr Leu Val Leu Phe Met 
340 345 350 

His His Val Gin Gin Pro lie lie Phe lie Ala Gly Gly lie Phe Pro 
355 360 365 

lie Ser Met Asn Ser Asn lie Thr Val Ala Lys Phe Ala Phe Ser He 
370 375 380 

He Thr He Val Arg Gin Met Asn Leu Ala Glu Gin Phe Gin 
385 390 395 

<210> 51 

<211> 1233 

<212> DNA 

<213> Drosophila Melanogaster DOR120 



^ a n n ^ c i 

atgaccaagt 


tcttcttcaa 


gcgcctgcaa 


actgctccac 


ttgatcagga 


ggtgagttcc 


60 


cttgatgcca 


gcgactacta 


ctaccgcatc 


gcatttttcc 


tgggctggac 


cccgcccaag 


120 


ggggctctgc 


tccgatggat 


ctactccctg 


tggactctga 


ccacgatgtg 


gctgggtatc 


180 


gtgtacctgc 


cgctcggact 


gagcctcacc 


tatgtgaagc 


acttcgatag 


attcacgccg 


240 


acggagttcc 


tgacctccct 


gcaggtggat 


atcaactgca 


tcgggaacgt 


gatcaagtca 


300 


tgcgtaactt 


attcccagat 


gtggcgtttt 


cgccggatga 


atgagcttat 


ctcgtccctg 


360 


gacaagagat 


gtgtgactac 


gacacagcgt 


cgaattttcc 


ataagatggt 


ggcacgggtt 


420 


aatctcatcg 


tgattctgtt 


cttgtccacg 


tacttgggct 


tctgctttct 


aactctgttc 


480 


acttcggttt 


tcgctggcaa 


agctccttgg 


cagctgtaca 


acccactggt 


ggactggcgg 


540 


aaaggccatt 


ggcagctatg 


gattgcctcc 


atcctggagt 


actgtgtggt 


ctccattggc 


600 


accatgcagg 


agttgatgtc 


cgacacctac 


gccatagtgt 


tcatctcctt 


gttccgctgc 


660 


cacctggcta 


ttctcagaga 


tcgcatagct 


aatctgcggc 


aggatccgaa 


actcagtgag 


720 


atggaacact 


atgagcagat 


ggtggcctgc 


attcaggatc 


atcgaaccat 


catacagtgc 


780 


tcccagatta 


ttcgacccat 


cctgtcgatc 


actatctttg 


cccagttcat 


gctggttggc 


840 


attgacttgg 


gtctggcggc 


catcagcatc 


ctcttctttc 


cgaacaccat 


ttggacgatc 


900 


atggcaaacg 


tgtcgttcat 


cgtggccatc 


tgtacagagt 


cctttccatg 


ctgcatgctc 


960 


tgcgagcatc 


tgatcgagga 


ctccgtccat 


gtgagcaacg 


ccctgttcca 


ctcaaactgg 


1020 


ataaccgcgg 


acaggagcta 


caagtcggcg 


gttctgtatt 


tcctgcaccg 


ggctcagcaa 


1080 
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cccattcaat tcacggccgg ctccatattt cccatttcgg tgcagagcaa catagccgtg 1140 
gccaagttcg cgttcacaat catcacaatc gtgaaccaaa tgaatctggg cgagaagttc 1200 
ttcagtgaca ggagcaatgg cgatataaat cct 1233 

<210> 52 
<211> 411 
<212> PRT 

<213> Drosophila Melanogaster DOR120 
<400> 52 

Met Thr Lys Phe Phe Phe Lys Arg Leu Gin Thr Ala Pro Leu Asp Gin 
15 10 15 

Glu Val Ser Ser Leu Asp Ala Ser Asp Tyr Tyr Tyr Arg He Ala Phe 
20 25 30 

Phe Leu Gly Trp Thr Pro Pro Lys Gly Ala Leu Leu Arg Trp He Tyr 
35 40 45 

Ser Leu Trp Thr Leu Thr Thr Met Trp Leu Gly He Val Tyr Leu Pro 
50 55 60 

Leu Gly Leu Ser Leu Thr Tyr Val Lys His Phe Asp Arg Phe Thr Pro 
65 70 75 80 

Thr Glu Phe Leu Thr Ser Leu Gin Val Asp He Asn Cys He Gly Asn 
85 90 95 

Val He Lys Ser Cys Val Thr Tyr Ser Gin Met Trp Arg Phe Arg Arg 
100 105 110 

Met Asn Glu Leu lie Ser Ser Leu Asp Lys Arg Cys Val Thr Thr Thr 
115 120 125 

Gin Arg Arg He Phe His Lys Met Val Ala Arg Val Asn Leu He Val 
130 135 140 

He Leu Phe Leu Ser Thr Tyr Leu Gly Phe Cys Phe Leu Thr Leu Phe 
145 150 155 160 

Thr Ser Val Phe Ala Gly Lys Ala Pro Trp Gin Leu Tyr Asn Pro Leu 
165 170 175 

Val Asp Trp Arg Lys Gly His Trp Gin Leu Trp He Ala Ser He Leu 
180 185 190 

Glu Tyr Cys Val Val Ser He Gly Thr Met Gin Glu Leu Met Ser Asp 
195 200 205 

Thr Tyr Ala He Val Phe He Ser Leu Phe Arg Cys His Leu Ala He 
210 215 220 
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Leu Arg Asp Arg lie Ala Asn Leu Arg Gin Asp Pro Lys Leu Ser Glu 
225 230 235 240 

Met Glu His Tyr Glu Gin Met Val Ala Cys He Gin Asp His Arg Thr 
245 250 255 

He He Gin Cys Ser Gin He He Arg Pro He Leu Ser He Thr He 
260 265 270 

Phe Ala Gin Phe Met Leu Val Gly He Asp Leu Gly Leu Ala Ala He 
275 280 285 

Ser He Leu Phe Phe Pro Asn Thr He Trp Thr He Met Ala Asn Val 
290 295 300 

Ser Phe He Val Ala He Cys Thr Glu Ser Phe Pro Cys Cys Met Leu 
305 310 315 320 

Cys Glu His Leu He Glu Asp Ser Val His Val Ser Asn Ala Leu Phe 
325 330 335 

His Ser Asn Trp He Thr Ala Asp Arg Ser Tyr Lys Ser Ala Val Leu 
340 345 350 

Tyr Phe Leu His Arg Ala Gin Gin Pro He Gin Phe Thr Ala Gly Ser 
355 360 365 

Thr Phe Pro He Ser Val Gin Ser Asn He Ala Val Ala Lys Phe Ala 
370 375 380 

Phe Thr He He Thr He Val Asn Gin Met Asn Leu Gly Glu Lys Phe 
385 390 395 400 

Phe Ser Asp Arg Ser Asn Gly Asp He Asn Pro 
405 410 

<210> 53 
<211> 1203 
<212> DNA 

<213> Drosophila Melanogaster D0R121 
<400> 53 

atgctgacgg acaagttcct ccgactgcag tccgctttat ttcgccttct cggactcgaa 60 
ttgttgcacg agcaggatgt tggccatcga tatccttggc gcagcatctg ctgcattctc 120 
tcggtggcca gtttcatgcc cctgaccatt gcgtttggcc tgcaaaacgt ccaaaatgtg 180 
gagcaattaa ccgactcact ctgctcggtt ctcgtggatt tgctggccct gtgcaaaatc 24 0 
gggcttttcc tttggcttta caaggacttc aagttcctaa tagggcagtt ctattgtgtt 3 00 
ttgcaaacgg aaacccacac cgctgtcgct gaaatgatag tgaccaggga aagtcgtcgg 360 
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gatcagttca tcagtgctat gtatgcctac tgtttcatta cggctggcct ttcggcctgc 420 

ctgatgtccc ctctatccat gctgattagc taccacgaac aggtgaattg cagccgaaat 48 0 
ttccatttcc cagtgtgtaa gaaaaagtac tgcttaatat ccagaatatt aagatacagt 540 
ttctgcagat atccctggga caatatgaag ctgtccaact acatcatttc ctatttctgg 600 
aatgtgtgtg ctgcattggg cgtggcactg cccaccgttt gtgtggacac actgttctgt 660 
tctctgagcc ataatctctg tgccctattc cagattgcca ggcacaaaat gatgcacttt 720 
gagggcagaa ataccaaaga gactcatgag aacttaaagc acgtgtttca actatatgcg 780 
ttgtgtttga acctgggcca tttcttaaac gaatatttca gaccgctcat ctgccagttt 840 
gtggcagcct cactgcactt gtgtgtcctg tgctaccaac tgtctgccaa tatcctgcag 900 
ccagcgttac tcttctatgc cgcatttacg gcagcagttg ttggccaggt gtctatatac 960 

tgcttctgcg gatcgagcat ccattcggag tgtcagctat ttggccaggc catctacgag 1020 

tccagctggc cccatctgct gcaggaaaac ctgcagcttg taagctcctt aaaaattgcc 1080 

atgatgcgat cgagtttggg atgtcccatc gatggttact tcttcgaggc caatcgggag 114 0 

acgctcatca cggtgagtaa agcgtttata aaagtgtcca aaaagacacc tcaagtgaat 1200 

gat 12 03 

<210> 54 
<211> 401 
<212> PRT 

<213> Drosophila Melanogaster D0R121 
<400> 54 

Met Leu Thr Asp Lys Phe Leu Arg Leu Gin Ser Ala Leu Phe Arg Leu 
15 10 15 

Leu Gly Leu Glu Leu Leu His Glu Gin Asp Val Gly His Arg Tyr Pro 



Trp Arg Ser lie Cys Cys lie Leu Ser Val Ala Ser Phe Met Pro Leu 
35 40 45 

Thr lie Ala Phe Gly Leu Gin Asn Val Gin Asn Val Glu Gin Leu Thr 
50 55 60 

Asp Ser Leu Cys Ser Val Leu Val Asp Leu Leu Ala Leu Cys Lys lie 
65 70 75 80 

Gly Leu Phe Leu Trp Leu Tyr Lys Asp Phe Lys Phe Leu He Gly Gin 
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Phe Tyr Cys Val Leu Gin Thr Glu Thr His Thr Ala Val Ala Glu Met 
100 105 110 



lie Val Thr Arg Glu Ser Arg Arg Asp Gin Phe lie Ser Ala Met Tyr 
115 120 125 

Ala Tyr Cys Phe lie Thr Ala Gly Leu Ser Ala Cys Leu Met Ser Pro 
130 135 140 

Leu Ser Met Leu lie Ser Tyr His Glu Gin Val Asn Cys Ser Arg Asn 
145 150 155 160 

Phe His Phe Pro Val Cys Lys Lys Lys Tyr Cys Leu lie Ser Arg lie 
165 170 175 

Leu Arg Tyr Ser Phe Cys Arg Tyr Pro Trp Asp Asn Met Lys Leu Ser 
180 185 190 

Asn Tyr He He Ser Tyr Phe Trp Asn Val Cys Ala Ala Leu Gly Val 
195 200 205 

Ala Leu Pro Thr Val Cys Val Asp Thr Leu Phe Cys Ser Leu Ser His 
210 215 220 

Asn Leu Cys Ala Leu Phe Gin He Ala Arg His Lys Met Met His Phe 
225 230 235 240 

Glu Gly Arg Asn Thr Lys Glu Thr His Glu Asn Leu Lys His Val Phe 
245 250 255 

Gin Leu Tyr Ala Leu Cys Leu Asn Leu Gly His Phe Leu Asn Glu Tyr 
260 265 270 

Phe Arg Pro Leu He Cys Gin Phe Val Ala Ala Ser Leu His Leu Cys 
275 280 285 

Val Leu Cys Tyr Gin Leu Ser Ala Asn He Leu Gin Pro Ala Leu Leu 
290 295 300 

Phe Tyr Ala Ala Phe Thr Ala Ala Val Val Gly Gin Val Ser He Tyr 
305 310 315 320 

Cys Phe Cys Gly Ser Ser He His Ser Glu Cys Gin Leu Phe Gly Gin 
325 330 335 

Ala He Tyr Glu Ser Ser Trp Pro His Leu Leu Gin Glu Asn Leu Gin 
340 345 350 

Leu Val Ser Ser Leu Lys He Ala Met Met Arg Ser Ser Leu Gly Cys 
355 360 365 

Pro He Asp Gly Tyr Phe Phe Glu Ala Asn Arg Glu Thr Leu He Thr 
370 375 380 
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Val Ser Lys Ala Phe lie Lys Val Ser Lys Lys Thr Pro Gin Val Asn 
385 390 395 400 

Asp 

<210> 55 

<211> 1122 

<212> DNA 

<213> Drosophila Melanogaster D0R14 

<400> 55 



atggactacg 


atcgaattcg 


accggtgcga 


tttttgacgg 


gagtgctgaa 


atggtggcgt 


60 


ctctggccga 


ggaaggaatc 


ggtgtccaca 


ccggactgga 


ctaactggca 


ggcatatgcc 


120 


ttgcacgttc 


catttacatt 


cttgtttgtg 


ttgcttttgt 


ggttggaggc 


aatcaagagc 


180 


agggatatac 


agcataccgc 


cgatgtcctt 


ttgatttgcc 


taaccaccac 


tgccttggga 


240 


ggtaaagtta 


tcaatatctg 


gaagtatgcc 


catgtggccc 


aaggcatttt 


gtccgagtgg 


300 


agcacgtggg 


atcttttcga 


gctgaggagc 


aaacaggaag 


tggatatgtg 


gcgattcgag 


360 


catcgacgtt 


tcaatcgtgt 


ttttatgttt 


tactgtttgt 


gcagtgctgg 


tgtaatccca 


420 


tttattgtga 


ttcaaccgtt 


gtttgatatc 


ccaaatcgat 


tgcccttctg 


gatgtggaca 


480 


ccattcgatt 


ggcagcagcc 


tgttctcttc 


tggtatgcat 


tcatctatca 


ggccacaacc 


540 


attcctattg 


cctgtgcttg 


caacgtaacc 


atggacgctg 


ttaattggta 


cttgatgctg 


600 


catctgtcct 


tgtgtttgcg 


tatgttgggc 


cagcgattga 


gtaagcttca 


gcatgatgac 


660 


aaggatctga 


gggagaagtt 


cctggaactg 


atccatctgc 


accagcgact 


caagcaacag 


720 


gccttgagca 


ttgaaatctt 


tatttcgaag 


agcacgttca 


cccaaattct 


ggtcagttcc 


780 


cttatcattt 


gcttcaccat 


ttacagcatg 


cagatggact 


tgccaggatt 


tgccgccatg 


840 


atgcagtacc 


tagtggccat 


gatcatgcag 


gtcatgctgc 


ccaccatata 


tggtaacgcc 


900 


gtcatcgatt 


ctgcaaatat 


gttgaccgat 


tccatgtaca 


attcggattg 


gccggatatg 


960 


aattgccgaa 


tgcgtcgcct 


agttttaatg 


tttatggtgt 


acttaaatcg 


accggtgacc 


1020 


ttaaaagccg 


gtggcttttt 


tcatattggt 


ttacctctgt 


ttaccaaggt 


tgtattttct 


1080 


actctggaaa 


atccttgtat 


aagttatctt 


tatttcagac 


ca 
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<210> 56 

<211> 374 

<212> PRT 

<213> Drosophila Melanogaster DOR14 
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<400> 



56 



Met Asp Tyr Asp Arg lie Arg Pro Val Arg Phe Leu Thr Gly Val Leu 
15 10 15 

Lys Trp Trp Arg Leu Trp Pro Arg Lys Glu Ser Val Ser Thr Pro Asp 
20 25 30 

Trp Thr Asn Trp Gin Ala Tyr Ala Leu His Val Pro Phe Thr Phe Leu 
35 40 45 

Phe Val Leu Leu Leu Trp Leu Glu Ala lie Lys Ser Arg Asp lie Gin 
50 55 60 

His Thr Ala Asp Val Leu Leu lie Cys Leu Thr Thr Thr Ala Leu Gly 
65 70 75 80 

Gly Lys Val lie Asn lie Trp Lys Tyr Ala His Val Ala Gin Gly lie 
85 90 95 

Leu Ser Glu Trp Ser Thr Trp Asp Leu Phe Glu Leu Arg Ser Lys Gin 
100 105 110 

Glu Val Asp Met Trp Arg Phe Glu His Arg Arg Phe Asn Arg Val Phe 
115 120 125 

Met Phe Tyr Cys Leu Cys Ser Ala Gly Val lie Pro Phe lie Val lie 
130 135 140 

Gin Pro Leu Phe Asp lie Pro Asn Arg Leu Pro Phe Trp Met Trp Thr 
145 150 155 160 

Pro Phe Asp Trp Gin Gin Pro Val Leu Phe Trp Tyr Ala Phe lie Tyr 
165 170 175 

Gin Ala Thr Thr lie Pro lie Ala Cys Ala Cys Asn Val Thr Met Asp 
180 185 190 

Ala Val Asn Trp Tyr Leu Met Leu His Leu Ser Leu Cys Leu Arg Met 
195 200 205 

Leu Gly Gin Arg Leu Ser Lys Leu Gin His Asp Asp Lys Asp Leu Arg 
210 215 220 

Glu Lys Phe Leu Glu Leu lie His Leu His Gin Arg Leu Lys Gin Gin 
225 230 235 240 

Ala Leu Ser lie Glu lie Phe lie Ser Lys Ser Thr Phe Thr Gin lie 
245 250 255 

Leu Val Ser Ser Leu lie lie Cys Phe Thr lie Tyr Ser Met Gin Met 
260 265 270 

Asp Leu Pro Gly Phe Ala Ala Met Met Gin Tyr Leu Val Ala Met lie 
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Met Gin Val Met Leu Pro Thr lie Tyr Gly Asn Ala Val lie Asp Ser 
290 295 300 

Ala Asn Met Leu Thr Asp Ser Met Tyr Asn Ser Asp Trp Pro Asp Met 
305 310 315 320 

Asn Cys Arg Met Arg Arg Leu Val Leu Met Phe Met Val Tyr Leu Asn 
325 330 335 

Arg Pro Val Thr Leu Lys Ala Gly Gly Phe Phe His lie Gly Leu Pro 
340 345 350 

Leu Phe Thr Lys Val Val Phe Ser Thr Leu Glu Asn Pro Cys lie Ser 
355 360 365 

Tyr Leu Tyr Phe Arg Pro 
370 

<210> 57 

<211> 1140 

<212> DNA 

<213> Drosophila Melanogaster D0R16 

<400> 57 



atgactgaca 


gcgggcagcc 


tgccattgcc 


gaccactttt 


atcggattcc 


ccgcatctcc 


60 


ggcctcattg 


tcggcctctg 


gccgcaaagg 


ataaggggcg 


ggggcggtcg 


tccttggcac 


120 


gcccatctgc 


tcttcgtgtt 


cgccttcgcc 


atggtggtgg 


tgggtgcggt 


gggcgaggtg 


180 


tcgtacggct 


gtgtccacct 


ggacaacctg 


gtggtggcgc 


tggaggcctt 


ctgccccgga 


240 


accaccaagg 


cggtctgcgt 


tttgaagctg 


tgggtcttct 


tccgctccaa 


tcgccggtgg 


300 


gcggagttgg 


tccagcgcct 


gcgggctatt 


ttgtgggaat 


cgcggcggca 


ggaggcccag 


360 


aggatgctgg 


tcggactggc 


caccacggcc 


aacaggctca 


gcctgttgtt 


gctcagctct 


420 


ggcacggcga 


caaatgccgc 


cttcaccttg 


caaccgctga 


ttatgggtct 


ctaccgctgg 


480 


attgtgcagc 


tgccaggtca 


aaccgagctg 


ccctttaata 


tcatactgcc 


ctcgtttgcc 


540 


gtgcagccag 


gagtctttcc 


gctcacctac 


gtgctgctga 


ccgcttccgg 


tgcctgcacc 


600 


gttttcgcct 


tcagcttcgt 


ggacggattc 


ttcatttgct 


cgtgcctcta 


catctgcggc 


660 


gctttccggc 


tggtgcagca 


ggacattcgc 


aggatatttg 


ccgatttgca 


tggcgactca 


720 


gtggatgtgt 


tcaccgagga 


gatgaacgcg 


gaggtgcggc 


acagactggc 


ccaagttgtc 


780 


gagcggcaca 


atgcgattat 


cgatttctgc 


acggacctaa 


cacgccagtt 


caccgttatc 


840 


gttttaatgc 


atttcctgtc 


cgccgccttc 


gtcctctgct 


cgaccatcct 


ggacatcatg 


900 
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ttggtgagcc ccttttcaga ggccttcctt tggggcgggt atccttgggt ttgtcgcgcc 960 

actggctttt cgcatcgcct gcattcggcg gctgttttaa aagtttttcc ctgttttcac 1020 

tgtttgctgt ttttccctgg cttttccagc cgctccgttc tgattcggtt ttcccgattt 1080 

gtttgtttgc tttgtggctg cggctgcggc tctctccggt ggcaatttat aagcgcatga 1140 

<210> 58 
<211> 379 
<212> PRT 

<213> Drosophila Melanogaster DOR16 
<400> 58 

Met Thr Asp Ser Gly Gin Pro Ala lie Ala Asp His Phe Tyr Arg lie 
15 10 15 

Pro Arg lie Ser Gly Leu lie Val Gly Leu Trp Pro Gin Arg lie Arg 
20 25 30 

Gly Gly Gly Gly Arg Pro Trp His Ala His Leu Leu Phe Val Phe Ala 
35 40 45 

Phe Ala Met Val Val Val Gly Ala Val Gly Glu Val Ser Tyr Gly Cys 
50 55 60 

Val His Leu Asp Asn Leu Val Val Ala Leu Glu Ala Phe Cys Pro Gly 
65 70 75 80 

Thr Thr Lys Ala Val Cys Val Leu Lys Leu Trp Val Phe Phe Arg Ser 
85 90 95 

Asn Arg Arg Trp Ala Glu Leu Val Gin Arg Leu Arg Ala lie Leu Trp 
100 105 110 

Glu Ser Arg Arg Gin Glu Ala Gin Arg Met Leu Val Gly Leu Ala Thr 
115 120 125 

Thr Ala Asn Arg Leu Ser Leu Leu Leu Leu Ser Ser Gly Thr Ala Thr 
130 135 140 

Asn Ala Ala Phe Thr Leu Gin Pro Leu lie Met Gly Leu Tyr Arg Trp 
145 150 155 160 

lie Val Gin Leu Pro Gly Gin Thr Glu Leu Pro Phe Asn lie lie Leu 
165 170 175 

Pro Ser Phe Ala Val Gin Pro Gly Val Phe Pro Leu Thr Tyr Val Leu 
180 185 190 

Leu Thr Ala Ser Gly Ala Cys Thr Val Phe Ala Phe Ser Phe Val Asp 
195 200 205 
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Gly Phe Phe lie Cys Ser Cys Leu Tyr He Cys Gly Ala Phe Arg Leu 
210 215 220 

Val Gin Gin Asp He Arg Arg He Phe Ala Asp Leu His Gly Asp Ser 
225 230 235 240 

Val Asp Val Phe Thr Glu Glu Met Asn Ala Glu Val Arg His Arg Leu 
245 250 255 

Ala Gin Val Val Glu Arg His Asn Ala He He Asp Phe Cys Thr Asp 
260 265 270 

Leu Thr Arg Gin Phe Thr Val He Val Leu Met His Phe Leu Ser Ala 
275 280 285 

Ala Phe Val Leu Cys Ser Thr He Leu Asp He Met Leu Val Ser Pro 
290 295 300 

Phe Ser Glu Ala Phe Leu Trp Gly Gly Tyr Pro Trp Val Cys Arg Ala 
305 310 315 320 

Thr Gly Phe Ser His Arg Leu His Ser Ala Ala Val Leu Lys Val Phe 
325 330 335 

Pro Cys Phe His Cys Leu Leu Phe Phe Pro Gly Phe Ser Ser Arg Ser 
340 345 350 

Val Leu He Arg Phe Ser Arg Phe Val Cys Leu Leu Cys Gly Cys Gly 
355 360 365 

Cys Gly Ser Leu Arg Trp Gin Phe He Ser Ala 
370 375 

<210> 59 

<211> 1215 

<212> DNA 

<213> Drosophila Melanogaster DOR20 

<400> 59 



atgagcaaag 


gagtagaaat 


cttttacaag 


ggccagaagg 


cattcttgaa 


catcctctcg 


60 


ttgtggcctc 


agatagaacg 


ccggtggaga 


atcatccacc 


aggtgaacta 


tgtccacgta 


120 


attgtgtttt 


gggtgctgct 


ctttgatctc 


ctcttggtgc 


tccatgtgat 


ggctaatttg 


180 


agctacatgt 


ccgaggttgt 


gaaagccatc 


tttatcctgg 


ccaccagtgc 


agggcacacc 


240 


accaagctgc 


tgtccataaa 


ggcgaacaat 


gtgcagatgg 


aggagctctt 


taggagattg 


300 


gataacgaag 


agttccgtcc 


tagaggcgcc 


aacgaagagt 


tgatctttgc 


agcagcctgt 


360 


gaaagaagta 


ggaagcttcg 


ggacttctat 


ggagcgcttt 


cgtttgccgc 


cttgagcatg 


420 


attctcatac 


cccagttcgc 


cttggactgg 


tcccaccttc 


cgctcaaaac 


atacaatccg 


480 
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ct tggcgaga 


ataccggc tc 
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r~< t"' \- n a fpa^ 




ttcgactcac 


tctgctcctc 


actgttcatc 


ULLLL C CI Cty t- 


t~r/~* r* a rf 1~ ("~i(T ^ 
yt-ccigc. Lyyd 


l>ci L L- l Lyy v#iv 


y l y l y ct l tyy 




teggt taatc 


actacttctg 


gtggcac tgt 


yycicicciycctca 


c l. Lcxctyycicici 


aLaLH-yL L ct 


LLct^dLyaULr 


at cgt tgaac 


4- c 4— /—y ~1 ~5 ~} 

Ly C CyaaadL 




LLdLLLLyL Ct 


ciy *— l. y Ct L L L L- 


y y LyLciyci ll 


LLucycccyy 




yclC ty LLad L 


L LL LaLy L<-a 


LLyccyLyyc 


yayL l y l y ct ct 


L LLyLctclLcicl 


y ctcty dL LaLl/ 


cty Let Ly LyaL 


l LaL^dyyuy 


Ly L- d Ly l l y cx 


L L L. Cty aLLLL 


lci Let c cy cy L. 


1- a r 1 1~ =i ffir'i^rT 


yy Lyyy lci^l 


LrdL ci ^ ^-*y ^ 


aatgect ccc 




dL.yciciCL.CCci 


ccy LCdy Lyo 


y y LaaLLL d.y 


uyuayLL. Ly y 


etc l, l l l cy L-Ct 


*— yay Lty lcil 


aagacctcct 


gggtggactg 


ggactacagg 


agecgaagga 


ttgcgctcct 


etttatgeaa 


cgccttcact 


cgaccttgag 


gattaggaca 


cttaatccaa 


gtcttggttt 


tgacttaatg 


ctcttcagct 


cggtgagttc 


tttccgtgtt 


ttgacttttt 


tgtgcactgt 


agecaattte 


cataatgagg 


ctcat 











<210> 60 
<211> 405 
<212> PRT 

<213> Drosophila Melanogas ter DOR2 0 
<400> 60 

Met Ser Lys Gly Val Glu lie Phe Tyr Lys Gly Gin Lys Ala Phe Leu 
15 10 15 

Asn lie Leu Ser Leu Trp Pro Gin lie Glu Arg Arg Trp Arg lie lie 
20 25 30 

His Gin Val Asn Tyr Val His Val lie Val Phe Trp Val Leu Leu Phe 
35 40 45 

Asp Leu Leu Leu Val Leu His Val Met Ala Asn Leu Ser Tyr Met Ser 
50 55 60 

Glu Val Val Lys Ala lie Phe lie Leu Ala Thr Ser Ala Gly His Thr 
65 70 75 80 

Thr Lys Leu Leu Ser lie Lys Ala Asn Asn Val Gin Met Glu Glu Leu 
85 90 95 

Phe Arg Arg Leu Asp Asn Glu Glu Phe Arg Pro Arg Gly Ala Asn Glu 
100 105 110 



540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1215 
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Glu Leu He Phe Ala Ala Ala Cys Glu Arg Ser Arg Lys Leu Arg Asp 
115 120 125 

Phe Tyr Gly Ala Leu Ser Phe Ala Ala Leu Ser Met He Leu He Pro 
130 135 140 

Gin Phe Ala Leu Asp Trp Ser His Leu Pro Leu Lys Thr Tyr Aan Pro 
145 150 155 160 

Leu Gly Glu Asn Thr Gly Ser Pro Ala Tyr Trp Leu Leu Tyr Cys Tyr 
165 170 175 

Gin Cys Leu Ala Leu Ser Val Ser Cys He Thr Asn lie Gly Phe Asp 
180 185 190 

Ser Leu Cys Ser Ser Leu Phe He Phe Leu Lys Cys Gin Leu Asp lie 
195 200 205 

Leu Ala Val Arg Leu Asp Lys He Gly Arg Leu He Thr Thr Ser Gly 
210 215 220 

Gly Thr Val Glu Gin Gin Leu Lys Glu Asn He Arg Tyr His Met Thr 
225 230 235 240 

He Val Glu Leu Ser Lys Thr Val Glu Arg Leu Leu Cys Lys Pro He 
245 250 255 

Ser Val Gin He Phe Cys Ser Val Leu Val Leu Thr Ala Asn Phe Tyr 
260 265 270 

Ala He Ala Val Val Ser Cys Glu Phe Ala Thr Arg Arg Leu Ser Val 
275 280 285 

Cys Asp Leu Ser Gly Val His Val Asp Ser Asp Phe Tyr He Val Leu 
290 295 300 

Leu Cys Arg Val Gly He Pro Tyr Pro Lys Cys Leu Pro Arg Pro Val 
305 310 315 320 

Met Asn Phe He Val Ser Glu Val Thr Gin Arg Ser Leu Asp Leu Pro 
325 330 335 

His Glu Leu Tyr Lys Thr Ser Trp Val Asp Trp Asp Tyr Arg Ser Arg 
340 345 350 

Arg He Ala Leu Leu Phe Met Gin Arg Leu His Ser Thr Leu Arg He 
355 3S0 365 

Arg Thr Leu Asn Pro Ser Leu Gly Phe Asp Leu Met Leu Phe Ser Ser 
370 375 380 

Val Ser Ser Phe Arg Val Leu Thr Phe Leu Cys Thr Val Ala Asn Phe 
385 390 395 400 
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His Asn Glu Ala His 
405 

<210> 61 
<211> 1203 
<212> DNA 

<213> Drosophila Melanogaster D0R25 
<400> 61 

atgaacgact cgggttatca atcaaatctc agccttctgc gggtttttct cgacgagttc 60 

cgatcggttc tgcggcagga aagtcccggt ctcatcccac gcctggcttt ttactatgtt 12 0 

cgcgcctttc tgagcttgcc cctgtaccga tggatcaact tgttcatcat gtgcaatgtg 180 

atgaccattt tctggaccat gttcgtggcc ctgcccgagt cgaagaacgt gatcgaaatg 240 

ggcgacgact tggtttggat ttcggggatg gcactggtgt tcaccaagat cttttacatg 300 

catttgcgtt gcgacgagat cgatgaactt atttcggatt ttgaatacta caaccgggag 360 

ctgagacccc ataatatcga tgaggaggtg ttgggttggc agagactgtg ctacgtgata 420 

gaatcgggtc tatatatcaa ctgcttttgc ctggtcaact tcttcagtgc cgctattttc 4 80 

ctgcaacctc tgttgggcga gggaaagctg cccttccaca gcgtctatcc gtttcaatgg 540 

catcgcttgg atctgcatcc ctacacgttc tggttcctct acatctggca gagtctgacc 600 

tcgcagcaca acctaatgag cattctaatg gtggatatgg taggcatttc cacgttcctc 660 

cagacggcgc tcaatctcaa gttgctttgc atcgagataa ggaaactggg ggacatggag 720 

gtcagtgata agaggttcca cgaggagttt tgtcgtgtgg ttcgcttcca ccagcacatt 780 

atcaagttgg tggggaaagc caatagagct ttcaatggcg ccttcaatgc acaattaatg 840 

gccagtttct ccctgatttc catatccact ttcgagacca tggctgcagc ggctgtggat 900 

cccaaaatgg ccgccaagtt cgtgcttctc atgctggtgg cattcattca actgtcgctt 960 

tggtgcgtct ctggaacttt ggtttatact cagtcagtgg aggtggctca ggctgctttt 1020 

gatatcaacg attggcacac caaatcgcca ggcatccaga gggatatatc ctttgtgata 1080 

ctacgagccc agaaacccct gatgtatgtg gccgaaccat ttctgccctt caccctggga 1140 

acctatatgc ttgtactgaa gaactgctat cgtttgctgg ccctgatgca agaatcgatg 12 00 

tag 1203 

<210> 62 
<211> 400 
<212> PRT 
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<213> Drosophila Melanogas ter DOR25 



<400> 62 

Met Asn Asp Ser Gly Tyr Gin Ser Asn Leu Ser Leu Leu Arg Val Phe 
15 10 15 

Leu Asp Glu Phe Arg Ser Val Leu Arg Gin Glu Ser Pro Gly Leu lie 
20 25 30 

Pro Arg Leu Ala Phe Tyr Tyr Val Arg Ala Phe Leu Ser Leu Pro Leu 
3 5 4 0 4 5 

Tyr Arg Trp lie Asn Leu Phe lie Met Cys Asn Val Met Thr lie Phe 
50 55 60 

Trp Thr Met Phe Val Ala Leu Pro Glu Ser Lys Asn Val lie Glu Met 
65 70 75 80 

Gly Asp Asp Leu Val Trp lie Ser Gly Met Ala Leu Val Phe Thr Lys 
85 90 95 

He Phe Tyr Met His Leu Arg Cys Asp Glu He Asp Glu Leu He Ser 
100 105 110 

Asp Phe Glu Tyr Tyr Asn Arg Glu Leu Arg Pro His Asn He Asp Glu 
115 120 125 

Glu Val Leu Gly Trp Gin Arg Leu Cys Tyr Val He Glu Ser Gly Leu 
130 135 140 

Tyr He Asn Cys Phe Cys Leu Val Asn Phe Phe Ser Ala Ala He Phe 
145 150 155 160 

Leu Gin Pro Leu Leu Gly Glu Gly Lys Leu Pro Phe His Ser Val Tyr 
165 170 175 

Pro Phe Gin Trp His Arg Leu Asp Leu His Pro Tyr Thr Phe Trp Phe 
180 185 190 

Leu Tyr He Trp Gin Ser Leu Thr Ser Gin His Asn Leu Met Ser He 
195 200 205 

Leu Met Val Asp Met Val Gly He Ser Thr Phe Leu Gin Thr Ala Leu 
210 215 220 

Asn Leu Lys Leu Leu Cys He Glu He Arg Lys Leu Gly Asp Met Glu 
225 230 235 240 

Val Ser Asp Lys Arg Phe His Glu Glu Phe Cys Arg Val Val Arg Phe 
245 250 255 

His Gin His He He Lys Leu Val Gly Lys Ala Asn Arg Ala Phe Asn 
260 265 270 
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Gly Ala Phe Asn Ala Gin Leu Met Ala Ser Phe Ser Leu lie Ser lie 
275 280 285 

Ser Thr Phe Glu Thr Met Ala Ala Ala Ala Val Asp Pro Lys Met Ala 
290 295 300 

Ala Lys Phe Val Leu Leu Met Leu Val Ala Phe lie Gin Leu Ser Leu 
305 310 315 320 

Trp Cys Val Ser Gly Thr Leu Val Tyr Thr Gin Ser Val Glu Val Ala 
325 330 335 

Gin Ala Ala Phe Asp lie Asn Asp Trp His Thr Lys Ser Pro Gly lie 
340 345 350 

Gin Arg Asp lie Ser Phe Val lie Leu Arg Ala Gin Lys Pro Leu Met 
355 360 365 

Tyr Val Ala Glu Pro Phe Leu Pro Phe Thr Leu Gly Thr Tyr Met Leu 
370 375 380 

Val Leu Lys Asn Cys Tyr Arg Leu Leu Ala Leu Met Gin Glu Ser Met 
385 390 395 400 

<210> 63 

<211> 1368 

<212> DNA 

<213> Drosophila Melanogaster DOR28 



<400> 63 
atgtactcac 


cggaagaggc 


ggccgaactg 


aagaggcgca 


actatcgcag 


catcagggag 


atgatccgac 


tctcctatac 


ggtgggcttc 


aacctgttgg 


atccttcccg 


atgcggacag 


gtgctcagaa 


tctggacaat 


tgtccttagc 


gtgagtagct 


tggcatcgct 


ttatgggcac 


tggcaaatgt 


tagccaggta 


cattcatgat 


attccacgca 


ttggagagac 


cgctggaact 


gccctgcagt 


tcctaacatc 


gatagcaaag 


atgtggtact 


ttctgtttgc 


ccatagacag 


atatacgaat 


tgctacgaaa 


ggcgcgctgc 


catgaattac 


tccaaaagtg 


tgagctcttt 


gaaaggatgt 


cagatctacc 


tgttatcaaa 


gagattcgcc 


agcaggttga 


gtccacgatg 


aatcggtact 


gggccagcac 


tcgtcggcaa 


attcttatct 


atttgtacag 


ctgtatttgt 


attactacaa 


actactttat 


caactccttc 


gtaatcaacc 


tctatcgcta 


tttcactaaa 


ccgaaaggat 


cctacgacat 


aatgttacct 


ctgccatctc 


tgtatcccgc 


ctgggagcac 


aagggattag 


agtttcccta 


ctatcatata 


cagatgtacc 


tggaaacctg 


ttctctgtat 


atctgcggca 


tgtgtgccgt 


tagctttgat 


ggagtcttta 


ttgtcctgtg 


ccttcatagc 


gtgggactta 


tgaggtcact 


taaccaaatg 


gtggaacaag 


ccacatctga 


gttggttcct 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
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ccagatcgca gggttgaata cttgcgatgc tgtatttatc agtaccaacg agtggcgaac 840 

tttgcaaccg aggttaacaa ctgctttcgg cacatcactt tcacgcagtt cctgcttagc 900 

cttttcaact ggggcctggc cttgttccaa atgagcgtcg gattgggcaa caacagcagc 960 

atcaccatga tccggatgac catgtacctg gtggcagccg gctatcagat agttgtgtac 102 0 

tgctacaatg gccagcgatt tgcgactgct agcgaggaga ttgccaacgc cttttaccag 1080 

gtgcgatggt acggagagtc cagggagttc cgccacctca tccgcatgat gctgatgcgc 114 0 

acgaaccggg gattcaggct ggacgtgtcc tggttcatgc aaatgtcctt gcccacactc 12 00 

atggcggtga gtagcggagc agagcagagc aggggtcctg caggtcctgc aggtcctgca 12 6 0 

ggtccacccc caagggtccc ctcctacagc cagttccact tgattgat.tc gcagatggtc 132 0 

cggacaagtg gacagtactt cctgctgctg cagaacgtca accagaaa 1368 



<210> 64 
<211> 456 
<212> PRT 

<213> Drosophila Melanogaster DOR28 
<400> 64 

Met Tyr Ser Pro Glu Glu Ala Ala Glu Leu Lys Arg Arg Asn Tyr Arg 
15 10 15 

Ser lie Arg Glu Met lie Arg Leu Ser Tyr Thr Val Gly Phe Asn Leu 
20 25 30 

Leu Asp Pro Ser Arg Cys Gly Gin Val Leu Arg lie Trp Thr lie Val 
35 40 45 

Leu Ser Val Ser Ser Leu Ala Ser Leu Tyr Gly His Trp Gin Met Leu 
50 55 60 

Ala Arg Tyr lie His Asp lie Pro Arg lie Gly Glu Thr Ala Gly Thr 
65 70 75 80 

Ala Leu Gin Phe Leu Thr Ser lie Ala Lys Met Trp Tyr Phe Leu Phe 
85 90 95 

Ala His Arg Gin lie Tyr Glu Leu Leu Arg Lys Ala Arg Cys His Glu 
100 105 110 

Leu Leu Gin Lys Cys Glu Leu Phe Glu Arg Met Ser Asp Leu Pro Val 
115 120 125 

lie Lys Glu lie Arg Gin Gin Val Glu Ser Thr Met Asn Arg Tyr Trp 
130 135 140 
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Ala Ser Thr Arg Arg Gin lie Leu lie Tyr Leu Tyr Ser Cys lie Cys 
145 150 155 160 



lie Thr Thr Asn Tyr Phe lie Asn Ser Phe Val lie Asn Leu Tyr Arg 
165 170 175 

Tyr Phe Thr Lys Pro Lys Gly Ser Tyr Asp lie Met Leu Pro Leu Pro 
180 185 190 

Ser Leu Tyr Pro Ala Trp Glu His Lys Gly Leu Glu Phe Pro Tyr Tyr 
195 200 205 

His lie Gin Met Tyr Leu Glu Thr Cys Ser Leu Tyr lie Cys Gly Met 
210 215 220 

Cys Ala Val Ser Phe Asp Gly Val Phe lie Val Leu Cys Leu His Ser 
225 230 235 240 

Val Gly Leu Met Arg Ser Leu Asn Gin Met Val Glu Gin Ala Thr Ser 
245 250 255 

Glu Leu Val Pro Pro Asp Arg Arg Val Glu Tyr Leu Arg Cys Cys lie 
260 265 270 

Tyr Gin Tyr Gin Arg Val Ala Asn Phe Ala Thr Glu Val Asn Asn Cys 
275 280 285 

Phe Arg His lie Thr Phe Thr Gin Phe Leu Leu Ser Leu Phe Asn Trp 
290 295 300 

Gly Leu Ala Leu Phe Gin Met Ser Val Gly Leu Gly Asn Asn Ser Ser 
305 310 315 320 

lie Thr Met lie Arg Met Thr Met Tyr Leu Val Ala Ala Gly Tyr Gin 
325 330 335 

lie Val Val Tyr Cys Tyr Asn Gly Gin Arg Phe Ala Thr Ala Ser Glu 
340 345 350 

Glu lie Ala Asn Ala Phe Tyr Gin Val Arg Trp Tyr Gly Glu Ser Arg 
355 360 365 

Glu Phe Arg His Leu lie Arg Met Met Leu Met Arg Thr Asn Arg Gly 
370 375 380 

Phe Arg Leu Asp Val Ser Trp Phe Met Gin Met Ser Leu Pro Thr Leu 
385 390 395 400 

Met Ala Val Ser Ser Gly Ala Glu Gin Ser Arg Gly Pro Ala Gly Pro 
405 410 415 

Ala Gly Pro Ala Gly Pro Pro Pro Arg Val Pro Ser Tyr Ser Gin Phe 
420 425 430 
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His Leu lie Asp Ser Gin Met Val Arg Thr Ser Gly Gin Tyr Phe Leu 
435 440 445 

Leu Leu Gin Asn Val Asn Gin Lys 
450 455 

<210> 65 

<211> 1239 

<212> DNA 

<213> Drosophila Melanogaster DOR3 0 



<400> 65 



atggcggtga 


gcactcgtgt 


ggccacaaag 


caggaagtgc 


ccgaatcccg 


gcgagcgttt 


60 


aggaatctct 


tcaattgctt 


ctatgccctt 


ggcatgcagg 


caccggatgg 


cagtcgaccg 


120 


accacgagca 


gcacatggca 


acgcatctac 


gcctgcttct 


cggtggtcat 


gtacgtgtgg 


180 


caactgctgc 


tggtgcccac 


attctttgtg 


atcagctatc 


ggtacatggg 


cggcatggag 


240 


attacccagg 


tgctgacctc 


cgcccaggtg 


gccatcgatg 


cggtcattct 


gccggccaag 


300 


attgtggcac 


tggcgtggaa 


tttgccattg 


ctgcgcagag 


cagagcatca 


tctggccgcc 


360 


ttggatgcgc 


ggtgcaggga 


acaggaggag 


ttccaattga 


tcctcgatgc 


ggtgaggttt 


420 


tgcaactatc 


tggtatggtt 


ctaccagatc 


tgctatgcca 


tctactcctc 


gtcgacattt 


480 


gtgtgcgcct 


tcctgctggg 


ccaaccgcca 


tatgccctct 


atttgcctgg 


cctcgattgg 


540 


cagcgttccc 


agatgcagtt 


ctgcatccag 


gcctggattg 


agttccttat 


catgaactgg 


600 


acgtgcctgc 


accaagctag 


cgatgatgtg 


tacgccgtta 


tctatctgta 


tgtggtccgg 


660 


attcaagtgc 


aattgctggc 


caggcgggtg 


gagaagctgg 


gcacggatga 


tagtggccag 


720 


gtggagatct 


atcccgatga 


gcggcggcag 


gaggagcatt 


gcgcggaact 


gcagcgctgc 


780 


attgtagatc 


accagacgat 


gctgcagctg 


ctcgactgca 


ttagtcccgt 


catctcgcgt 


840 


accatattcg 


ttcagttcct 


gatcaccgcc 


gccatcatgg 


gcaccaccat 


gatcaacatt 


900 


ttcattttcg 


ccaatacgaa 


cacgaagatc 


gcatcgatca 


tttacctgct 


ggcggtgacc 


960 


ctgcagacgg 


ctccatgttg 


ctatcaggcc 


acctcgctga 


tgttggacaa 


cgagaggctg 


1020 


gccctggcca 


tcttccagtg 


ccagtggctg 


ggccagagtg 


cccggttccg 


taagatgctg 


1080 


ctctactatc 


ttcatcgcgc 


ccagcagccc 


atcacgctga 


ccgccatgaa 


gctgtttccc 


1140 


atcaatctgg 


ccacgtactt 


cagtatagcc 


aagttctcgt 


tttcgctcta 


cacgctcatc 


1200 


aaggggatga 


atctcggcga 


gcgattcaac 


aggacaaat 






1239 
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<210> 66 

<211> 413 

<212> PRT 

<213> Drosophila Melanogaster DOR30 



<400> 66 

Met Ala Val Ser Thr Arg Val Ala Thr Lys Gin Glu Val Pro Glu Ser 
15 10 15 

Arg Arg Ala Phe Arg Asn Leu Phe Asn Cys Phe Tyr Ala Leu Gly Met 
20 25 30 

Gin Ala Pro Asp Gly Ser Arg Pro Thr Thr Ser Ser Thr Trp Gin Arg 
35 40 45 

lie Tyr Ala Cys Phe Ser Val Val Met Tyr Val Trp Gin Leu Leu Leu 
50 55 60 

Val Pro Thr Phe Phe Val lie Ser Tyr Arg Tyr Met Gly Gly Met Glu 
65 70 75 80 

lie Thr Gin Val Leu Thr Ser Ala Gin Val Ala lie Asp Ala Val lie 
85 90 95 



Leu Pro Ala Lys 
100 

Arg Ala Glu His 
115 

Glu Glu Phe Gin 
130 

Val Trp Phe Tyr 
145 

Val Cys Ala Phe 



Gly Leu Asp Trp 
180 

lie Glu Phe Leu 
195 

Asp Val Tyr Ala 
210 

Leu Leu Ala Arg 
225 

Val Glu lie Tyr 



lie Val Ala Leu 



His Leu Ala Ala 
120 

Leu lie Leu Asp 
135 

Gin lie Cys Tyr 
150 

Leu Leu Gly Gin 
165 

Gin Arg Ser Gin 



lie Met Asn Trp 
200 

Val lie Tyr Leu 
215 

Arg Val Glu Lys 
230 

Pro Asp Glu Arg 
245 



Ala Trp Asn Leu 
105 

Leu Asp Ala Arg 



Ala Val Arg Phe 
140 

Ala lie Tyr Ser 
155 

Pro Pro Tyr Ala 
170 

Met Gin Phe Cys 
185 

Thr Cys Leu His 



Tyr Val Val Arg 
220 

Leu Gly Thr Asp 
235 

Arg Gin Glu Glu 
250 



Pro Leu Leu Arg 
110 

Cys Arg Glu Gin 
125 

Cys Asn Tyr Leu 



Ser Ser Thr Phe 
160 

Leu Tyr Leu Pro 
175 

lie Gin Ala Trp 
190 

Gin Ala Ser Asp 
205 

lie Gin Val Gin 



Asp Ser Gly Gin 
240 

His Cys Ala Glu 
255 
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Leu Gin Arg Cys lie Val Asp His Gin Thr Met Leu Gin Leu Leu Asp 
260 265 270 

Cys lie Ser Pro Val lie Ser Arg Thr lie Phe Val Gin Phe Leu lie 
275 280 285 

Thr Ala Ala lie Met Gly Thr Thr Met lie Asn lie Phe lie Phe Ala 
290 295 300 

Asn Thr Asn Thr Lys lie Ala Ser lie lie Tyr Leu Leu Ala Val Thr 
305 310 315 320 

Leu Gin Thr Ala Pro Cys Cys Tyr Gin Ala Thr Ser Leu Met Leu Asp 
325 330 335 

Asn Glu Arg Leu Ala Leu Ala lie Phe Gin Cys Gin Trp Leu Gly Gin 
340 345 350 

Ser Ala Arg Phe Arg Lys Met Leu Leu Tyr Tyr Leu His Arg Ala Gin 
355 360 365 

Gin Pro lie Thr Leu Thr Ala Met Lys Leu Phe Pro lie Asn Leu Ala 
370 375 380 

Thr Tyr Phe Ser lie Ala Lys Phe Ser Phe Ser Leu Tyr Thr Leu lie 
385 390 395 400 

Lys Gly Met Asn Leu Gly Glu Arg Phe Asn Arg Thr Asn 
405 410 

<210> 67 
<211> 1191 
<212> DNA 

<213> Drosophila Melanogaster DOR31 
<400> 67 



atgattttta 


agtacattca 


agagccagtc 


cttggatcct 


tatttcgatc 


ccgggattcg 


ctgatctact 


taaacagatc 


catagatcaa 


atgggatgga 


gactgccgcc 


acgaactaag 


ccgtactggt 


ggctctatta 


catttggaca 


ttggtggtca 


tagtactcgt 


ctttatcttt 


ataccctatg 


gactgataat 


gactggaata 


aaggagttca 


agaacttcac 


gaccacggat 


ctgtttacgt 


atgtccaggt 


gccggttaac 


accaatgctt 


cgatcatgaa 


gggcattata 


gtgttgttta 


tgcggcggcg 


attttcaagg 


gctcagaaga 


tgatggacgc 


catggacatt 


cgatgcacca 


agatggagga 


gaaagtccag 


gtgcaccgag 


cagcagcctt 


atgcaatcgt 


gttgttgtga 


tttaccattg 


catatacttc 


ggctatctat 


ccatggcctt 


aaccggagct 


ctggtgattg 


ggaagactcc 


attctgtttg 


tacaatccac 


tggttaaccc 


cgacgatcat 


ttctatctgg 


ccactgccat 


tgaatcggtc 


accatggctg 


gcattattct 


ggccaatctc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
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attttggacg tatatcccat catatatgtg gtcgttctgc ggatccacat ggagctcttg 660 

agtgagcgaa tcaagacgct gcgtactgat gtggaaaaag gcgacgatca acattatgcc 720 

gagctggtgg agtgtgtaaa ggatcacaag ctaattgtcg aatatggaaa cactctgcgt 780 

cccatgatat ccgccacgat gttcatccaa ctactatccg ttggcttact tttgggtctg 840 

gcagcggtgt ccatgcagtt ctataacacc gtaatggagc gtgttgtctc cggggtctac 900 

accatagcca ttctatccca gacctttcca ttttgctatg tctgtgagca gctgagcagc 960 

gattgcgaat ccctgaccaa cacactgttc cattccaagt ggattggagc tgagcgacga 102 0 

tacagaacca cgatgttgta cttcattcac aatgttcagc agtcgatttt gttcactgcg 1080 

ggcggaattt tccccatatg tctaaacacc aatataaaga tggccaagtt cgctttctca 1140 

gtggtgacca ttgtaaatga gatggacttg gccgagaaat tgagaaggga g 1191 

<210> 68 
<211> 397 
<212> PRT 

<213> Drosophila Melanogaster DOR31 
<400> 68 

Met lie Phe Lys Tyr lie Gin Glu Pro Val Leu Gly Ser Leu Phe Arg 
15 10 15 

Ser Arg Asp Ser Leu lie Tyr Leu Asn Arg Ser lie Asp Gin Met Gly 
20 25 30 

Trp Arg Leu Pro Pro Arg Thr Lys Pro Tyr Trp Trp Leu Tyr Tyr lie 
35 40 45 

Trp Thr Leu Val Val lie Val Leu Val Phe lie Phe lie Pro Tyr Gly 
50 55 60 

Leu lie Met Thr Gly lie Lys Glu Phe Lys Asn Phe Thr Thr Thr Asp 
65 70 75 80 

Leu Phe Thr Tyr Val Gin Val Pro Val Asn Thr Asn Ala Ser lie Met 
85 90 95 

Lys Gly lie lie Val Leu Phe Met Arg Arg Arg Phe Ser Arg Ala Gin 
100 105 110 

Lys Met Met Asp Ala Met Asp lie Arg Cys Thr Lys Met Glu Glu Lys 
115 120 125 

Val Gin Val His Arg Ala Ala Ala Leu Cys Asn Arg Val Val Val lie 
130 135 140 



79 



Tyr His Cys lie Tyr Phe Gly Tyr Leu Ser Met Ala Leu Thr Gly Ala 
145 150 155 160 

Leu Val lie Gly Lys Thr Pro Phe Cys Leu Tyr Asn Pro Leu Val Asn 
165 170 175 

Pro Asp Asp His Phe Tyr Leu Ala Thr Ala lie Glu Ser Val Thr Met 
180 185 190 

Ala Gly lie lie Leu Ala Asn Leu lie Leu Asp Val Tyr Pro lie lie 
195 200 205 

Tyr Val Val Val Leu Arg lie His Met Glu Leu Leu Ser Glu Arg lie 
210 215 220 

Lys Thr Leu Arg Thr Asp Val Glu Lys Gly Asp Asp Gin His Tyr Ala 
225 230 235 240 

Glu Leu Val Glu Cys Val Lys Asp His Lys Leu lie Val Glu Tyr Gly 
245 250 255 

Asn Thr Leu Arg Pro Met lie Ser Ala Thr Met Phe lie Gin Leu Leu 
260 265 270 

Ser Val Gly Leu Leu Leu Gly Leu Ala Ala Val Ser Met Gin Phe Tyr 
275 280 285 

Asn Thr Val Met Glu Arg Val Val Ser Gly Val Tyr Thr He Ala He 
290 295 300 

Leu Ser Gin Thr Phe Pro Phe Cys Tyr Val Cys Glu Gin Leu Ser Ser 
305 310 315 320 

Asp Cys Glu Ser Leu Thr Asn Thr Leu Phe His Ser Lys Trp He Gly 
325 330 335 

Ala Glu Arg Arg Tyr Arg Thr Thr Met Leu Tyr Phe He His Asn Val 
340 345 350 

Gin Gin Ser He Leu Phe Thr Ala Gly Gly He Phe Pro He Cys Leu 
355 360 365 

Asn Thr Asn He Lys Met Ala Lys Phe Ala Phe Ser Val Val Thr He 
370 375 380 

Val Asn Glu Met Asp Leu Ala Glu Lys Leu Arg Arg Glu 
385 390 395 

<210> 69 

<211> 1176 

<212> DNA 

<213> Drosophila Melanogaster DOR32 

<400> 69 
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atggaacctg tgcagtacag ctacgaggat ttcgctcgat tgcccacgac ggtgttctgg 60 

atcatgggct acgacatgct gggcgttccg aagacccgct ctcgcaggat actatactgg 120 

atatatcgtt tcctctgtct cgccagccat ggggtctgtg taggagtcat ggtatttcgt 180 

atggtggagg caaagaccat tgacaatgtt tcgctgatca tgcggtatgc cactctggtc 240 

acctatatca tcaactcgga tacgaaattc gcaactgtct tacaaaggag tgcaattcaa 300 

agtctaaact caaaactggc cgaactatat ccgaagacca cgctggacag gatctatcac 360 

cgggtgaatg atcactattg gaccaagtca tttgtatatt tggttattat ctacattggt 420 

tcgtcgatta tggttgttat tggaccgatt attacgtcga ttatagctta cttcacgcac 480 

aacgttttca cctacatgca ctgctatccg tactttttgt atgatcctga gaaggatccg 540 

gtttggatct acatcagcat ctatgctctg gaatggttgc acagcacaca gatggtcatt 600 

tcgaacattg gcgcggatat ctggctgctg tactttcagg tgcagataaa tctccacttc 660 

aggggcatta tacgatcact ggcggatcac aagcccagtg tgaagcacga ccaggaggac 72 0 

aggaaattca ttgcgaaaat tgtcgacaag caggtgcacc tggtcagttt gcaaaacgat 780 

ctgaatggta tctttggaaa atcgctgctt ctaagcctgc tgaccaccgc agcggttatc 840 

tgcacggtgg cggtgtacac tctgattcag ggtcccacct tggagggctt cacctatgtg 900 

atcttcatcg ggacttctgt gatgcaggtc tacctggtgt gctattacgg tcagcaagtt 960 

ctcgacttga gcggcgaggt ggcccacgcc gtgtacaatc atgattttca cgatgcttct 1020 

atagcgtaca agaggtacct gctcataatc attatcaggg cgcagcagcc cgtggaactt 1080 

aatgccatgg gctacctgtc catttcgctg gacaccttta aacagctgat gagcgtctcc 1140 

taccgggtta taaccatgct catgcagatg attcag 1176 

<210> 70 
<211> 392 
<212> PRT 

<213> Drosophila Melanogaster DOR32 
<400> 70 

Met Glu Pro Val Gin Tyr Ser Tyr Glu Asp Phe Ala Arg Leu Pro Thr 
15 10 15 

Thr Val Phe Trp He Met Gly Tyr Asp Met Leu Gly Val Pro Lys Thr 
20 25 30 

Arg Ser Arg Arg He Leu Tyr Trp He Tyr Arg Phe Leu Cys Leu Ala 



81 



35 



40 



45 



Ser His Gly Val Cys Val Gly Val Met Val Phe Arg Met Val Glu Ala 
50 55 60 

Lys Thr lie Asp Asn Val Ser Leu lie Met Arg Tyr Ala Thr Leu Val 
65 70 75 BO 

Thr Tyr lie He Asn Ser Asp Thr Lys Phe Ala Thr Val Leu Gin Arg 
85 90 95 

Ser Ala He Gin Ser Leu Asn Ser Lys Leu Ala Glu Leu Tyr Pro Lys 
100 105 110 

Thr Thr Leu Asp Arg He Tyr His Arg Val Asn Asp His Tyr Trp Thr 
115 120 125 

Lys Ser Phe Val Tyr Leu Val He He Tyr He Gly Ser Ser He Met 
130 135 140 

Val Val He Gly Pro He He Thr Ser He He Ala Tyr Phe Thr His 
145 150 155 160 

Asn Val Phe Thr Tyr Met His Cys Tyr Pro Tyr Phe Leu Tyr Asp Pro 
165 170 175 

Glu Lys Asp Pro Val Trp He Tyr He Ser He Tyr Ala Leu Glu Trp 
180 185 190 

Leu His Ser Thr Gin Met Val He Ser Asn He Gly Ala Asp He Trp 
195 200 205 

Leu Leu Tyr Phe Gin Val Gin He Asn Leu His Phe Arg Gly He He 
210 215 220 

Arg Ser Leu Ala Asp His Lys Pro Ser Val Lys His Asp Gin Glu Asp 
225 230 235 240 

Arg Lys Phe He Ala Lys He Val Asp Lys Gin Val His Leu Val Ser 
245 250 255 

Leu Gin Asn Asp Leu Asn Gly lie Phe Gly Lys Ser Leu Leu Leu Ser 
260 265 270 

Leu Leu Thr Thr Ala Ala Val He Cys Thr Val Ala Val Tyr Thr Leu 
275 280 285 

He Gin Gly Pro Thr Leu Glu Gly Phe Thr Tyr Val He Phe He Gly 
290 295 300 

Thr Ser Val Met Gin Val Tyr Leu Val Cys Tyr Tyr Gly Gin Gin Val 
305 310 315 320 

Leu Asp Leu Ser Gly Glu Val Ala His Ala Val Tyr Asn His Asp Phe 
325 330 335 
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His Asp Ala Ser He Ala Tyr Lys Arg Tyr Leu Leu He He He He 
340 345 350 

Arg Ala Gin Gin Pro Val Glu Leu Asn Ala Met Gly Tyr Leu Ser He 
355 360 365 

Ser Leu Asp Thr Phe Lys Gin Leu Met Ser Val Ser Tyr Arg Val He 
370 375 380 

Thr Met Leu Met Gin Met He Gin 
385 390 

<210> 71 
<211> 795 
<212> DNA 

<213> Drosophila Melanogaster DOR3 8 
<400> 71 

atgcgtttga tcaaaatttc atattcggca cttaatgagg tgtgcgtttg gctgaaactg 60 

aatggttctt ggccattaac cgaatcatcg aggccatgga ggagccaatc cttattggcc 120 

accgcctaca tcgtgtgggc gtggtacgtc attgcatctg tgggcataac aatcagctat 180 

cagacggcct ttttgctgaa caacctttcg gacattatta tcaccacgga aaattgttgc 240 

accaccttta tgggtgtcct gaactttgtc cgactcatcc atcttcgcct caatcagagg 300 

aaattccgcc agcttattga gaacttttcc tacgaaattt ggatacctaa ttcttccaaa 360 

aacaatgttg ccgccgagtg tcgcagacgc atggttacct tcagcataat gacatccttg 420 

ctagcgtgcc tgatcataat gtattgtgtc ctgccgctgg tggagatctt ctttggaccc 480 

gccttcgatg cacagaacaa gccgtttccc tacaagatga tctttccgta cgatgcccag 54 0 

agcagttgga tccgatatgt gatgacctac atcttcacct cctacgcggg aatctgtgtg 600 

gtcaccacct tgtttgcaga ggacaccatt cttggcttct tcataaccta cacttgtggc 660 

caatttcatt tgctacacca acgaatcgca ggtttatttg cgggttccaa tgcggaattg 72 0 

gccgagagca ttcagctgga gcgactcaaa cgtattgtgg aaaaacacaa caatattatc 780 

agcgcaaatt ctgta 795 



<210> 72 

<211> 265 

<212> PRT 

<213> Drosophila Melanogaster DOR3 8 

<400> 72 
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Met Arg Leu lie Lys lie Ser Tyr Ser Ala Leu Asn Glu Val Cys Val 
15 10 15 



Trp Leu Lys Leu Asn Gly Ser Trp Pro Leu Thr Glu Ser Ser Arg Pro 
20 25 30 

Trp Arg Ser Gin Ser Leu Leu Ala Thr Ala Tyr lie Val Trp Ala Trp 
35 40 4S 

Tyr Val lie Ala Ser Val Gly lie Thr lie Ser Tyr Gin Thr Ala Phe 
50 55 60 

Leu Leu Asn Asn Leu Ser Asp lie lie lie Thr Thr Glu Asn Cys Cys 
65 70 75 80 

Thr Thr Phe Met Gly Val Leu Asn Phe Val Arg Leu lie His Leu Arg 
85 90 95 

Leu Asn Gin Arg Lys Phe Arg Gin Leu He Glu Asn Phe Ser Tyr Glu 
100 105 110 

He Trp He Pro Asn Ser Ser Lys Asn Asn Val Ala Ala Glu Cys Arg 
115 120 125 

Arg Arg Met Val Thr Phe Ser He Met Thr Ser Leu Leu Ala Cys Leu 
130 135 140 

He He Met Tyr Cys Val Leu Pro Leu Val Glu He Phe Phe Gly Pro 
145 150 155 160 

Ala Phe Asp Ala Gin Asn Lys Pro Phe Pro Tyr Lys Met He Phe Pro 
165 170 175 

Tyr Asp Ala Gin Ser Ser Trp He Arg Tyr Val Met Thr Tyr He Phe 
180 185 190 

Thr Ser Tyr Ala Gly He Cys Val Val Thr Thr Leu Phe Ala Glu Asp 
195 200 205 

Thr He Leu Gly Phe Phe He Thr Tyr Thr Cys Gly Gin Phe His Leu 
210 215 220 

Leu His Gin Arg He Ala Gly Leu Phe Ala Gly Ser Asn Ala Glu Leu 
225 230 235 240 

Ala Glu Ser He Gin Leu Glu Arg Leu Lys Arg lie Val Glu Lys His 
245 250 255 

Asn Asn He He Ser Ala Asn Ser Val 



260 



265 



<210> 
<211> 
<212> 
<213> 



73 

1409 
DNA 

Drosophila Melanogaster 



DOR4 8 
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<400> 73 
atggagcgcc 


attatttcat 


ggtgccaaag 


tttgcattat 


cgctgattgg 


tttttatccc 


60 


gaacagaagc 


gaacggtttt 


ggtgaaactt 


tggagtttct 


tcaacttttt 


catcctcacc 


120 


tacggctgtt 


atgcagaggc 


ttactatggc 


atacactata 


taccgattaa 


catagccact 


180 


gcattggatg 


ccctttgtcc 


tgtggcctcc 


agcattttgt 


cgctggtgaa 


aatggtcgcc 


240 


atttggtggt 


atcaagatga 


attaaggagt 


ttgatagagc 


gggtaagatt 


tttaacagag 


300 


caacagaagt 


ccaagaggaa 


actgggctat 


aagaagaggt 


tctatacact 


ggcaacgcaa 


360 


ctaacattcc 


tgctactatg 


ctgtggattt 


tgcaccagta 


cttcctattc 


cgtcagacat 


420 


ttgattgata 


atatcctgag 


acgcacccat 


ggcaaggact 


ggatctacga 


gactccgttc 


480 


aagatgatgt 


aaggaaaggg 


aagaatggtt 


tatatatact 


tttggaacga 


aataatgatg 


540 


tgatctaaac 


aagatgcact 


tttttttagg 


ttccccgatc 


ttctcctgcg 


tttgccactc 


600 


tatcccatca 


cctatatact 


cgtgcattgg 


catggctaca 


ttactgtggt 


ttgttttgtc 


660 


ggcgcggatg 


gtttcttcct 


ggggttctgt 


ttgtacttca 


ctgttttgct 


gctctgtctg 


720 


caggacgatg 


tttgtgattt 


actagaggtt 


gaaaacatcg 


agaagagtcc 


ctccgaagcg 


780 


gaggaagctc 


gcatagttcg 


ggaaatggaa 


aaactggtgg 


accggcataa 


cgaggtggcc 


840 


gagctgacag 


aaagattgtc 


gggtgttatg 


gtggaaataa 


cactggccca 


ctttgttact 


900 


tcgagtttga 


taatcggaac 


cagcgtggtg 


gatattttat 


tagtgggtat 


ttacatttga 


960 


ttagatcctt 


tcgatatatg 


ttcttaaatt 


ctagttttcc 


ggcctgggaa 


tcattgtgta 


1020 


tgtggtctac 


acttgtgccg 


taggtgtgga 


aatatttcta 


tactgtttag 


gaggatctca 


1080 


tattatggaa 


gcggtatatt 


cataagaaac 


tactataaag 


ttacttttaa 


attcattgca 


1140 


tttcttagtg 


ttccaatcta 


gcgcgctcca 


cattttccag 


ccactggtat 


ggccacagtg 


1200 
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aaattccttt 


cttttcccca 


tcattagaga 


ctctaacttc 


ggtaagctta 


tgcgaaaatg 


1320 


ttatggtaca 


cacaagtcta 


catttctatg 


aggtcttgta 


gattttgcgc 


ttcactggat 


1380 


ctctgattgc 


cctggcaaag 


tcggttata 
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<210> 74 

<211> 369 

<212> PRT 

<213> Drosophila Melanogaster DOR4 8 
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<400> 74 

Met Glu Arg His Tyr Phe Met Val Pro Lys Phe Ala Leu Ser Leu lie 
15 10 15 

Gly Phe Tyr Pro Glu Gin Lys Arg Thr Val Leu Val Lys Leu Trp Ser 
20 25 30 

Phe Phe Asn Phe Phe lie Leu Thr Tyr Gly Cys Tyr Ala Glu Ala Tyr 
35 40 45 

Tyr Gly lie His Tyr lie Pro lie Asn lie Ala Thr Ala Leu Asp Ala 
50 55 60 

Leu Cys Pro Val Ala Ser Ser lie Leu Ser Leu Val Lys Met Val Ala 
65 70 75 80 

He Trp Trp Tyr Gin Asp Glu Leu Arg Ser Leu He Glu Arg Arg Phe 
85 90 95 

Tyr Thr Leu Ala Thr Gin Leu Thr Phe Leu Leu Leu Cys Cys Gly Phe 
100 105 HO 

Cys Thr Ser Thr Ser Tyr Ser Val Arg His Leu He Asp Asn He Leu 
115 120 125 

Arg Arg Thr His Gly Lys Asp Trp He Tyr Glu Thr Pro Phe Lys Met 
130 135 140 

Met Phe Pro Asp Leu Leu Leu Arg Leu Pro Leu Tyr Pro He Thr Tyr 
145 150 155 160 

He Leu Val His Trp His Gly Tyr He Thr Val Val Cys Phe Val Gly 
165 170 175 

Ala Asp Gly Phe Phe Leu Gly Phe Cys Leu Tyr Phe Thr Val Leu Leu 
180 185 190 

Leu Cys Leu Gin Asp Asp Val Cys Asp Leu Leu Glu Val Glu Asn He 
195 200 205 

Glu Lys Ser Pro Ser Glu Ala Glu Glu Ala Arg He Val Arg Glu Met 
210 215 220 

Glu Lys Leu Val Asp Arg His Asn Glu Val Ala Glu Leu Thr Glu Arg 
225 230 235 240 

Leu Ser Gly Val Met Val Glu He Thr Leu Ala His Phe Val Thr Ser 
245 250 255 

Ser Leu He He Gly Thr Ser Val Val Asp He Leu Leu Phe Ser Gly 
260 265 270 

Leu Gly He He Val Tyr Val Val Tyr Thr Cys Ala Val Gly Val Glu 



86 



275 



280 



285 



lie Phe Leu Tyr Cys Leu Gly Gly Ser His He Met Glu Ala Cys Ser 
290 295 300 

Asn Leu Ala Arg Ser Thr Phe Ser Ser His Trp Tyr Gly His Ser Val 
305 310 315 320 

Arg Val Gin Lys Met Thr Leu Leu Met Val Ala Arg Ala Gin Arg Val 
325 330 335 

Leu Thr He Lys He Pro Phe Phe Ser Pro Ser Leu Glu Thr Leu Thr 
340 345 350 

Ser He Leu Arg Phe Thr Gly Ser Leu He Ala Leu Ala Lys Ser Val 
355 360 365 

He 

<210> 75 
<211> 891 
<212> DNA 

<213> Drosophila Melanogaster DOR56 
<400> 75 



atggatccgg 


tggagatgcc 


catttttggt 


agcactctga 


agctaatgaa 


gttctggtca 


60 


tatctgtttg 


ttcacaactg 


gcgccgctat 


gtcgcaatga 


ctccgtacat 


cattatcaac 


120 


tgtactcagt 


atgtggatat 


atatctgagc 


accgaatcct 


tggactttat 


catcagaaat 


180 


gtatacctgg 


ctgtattgtt 


taccaacacg 


gtggtcagag 


gtgtattgtt 


atgcgtacag 


240 


cggtttagct 


acgagcgttt 


cattaatatt 


ttgaaaagct 


tttacattga 


gttgttggtg 


300 


agtaccgaaa 


gattatctca 


aaaatgcata 


ttgcataaat 


gggcagttct 


gccatatggc 


360 


atgtatttgc 


ccactattga 


tgaatacaaa 


tacgcatcac 


cttactacga 


gattttcttt 


420 


gtgattcaag 


ccattatggc 


tccaatgggg 


tgttgcatgt 


acataccata 


cacaaacatg 


480 


gtagtgacat 


ttaccctttt 


cgccattctc 


atgtgtcgag 


tgttgcaaca 


taagttgaga 


540 


agcctagaaa 


agctgaaaaa 


tgaacaagta 


cgtggtgaaa 


tcgctcaaac 


aattgctcag 


600 


accgtcatag 


tcatcgcata 


catggtaatg 


atatttgcca 


acagtgtagt 


cctttactac 


660 


gtggccaatg 


agctatactt 


tcaaagcttt 


gatattgcca 


ttgctgccta 


tgagagcaat 


720 


tggatggact 


ttgatgtgga 


cacacaaaag 


actttgaagt 


tcctcatcat 


gcgctcgcaa 


780 


aagcccttgg 


cgagtctggt 


gggtggcaca 


tatcccatga 


acttgaaaat 


gcttcagtca 


840 


ctactaaatg 


ccatttactc 


cttcttcacc 


cttctgcgtc 


gcgtttacgg 


c 


891 
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<210> 76 
<211> 297 
<212> PRT 

<213> Drosophila Melanogaster DOR56 
<400> 76 

Met Asp Pro Val Glu Met Pro lie Phe Gly Ser Thr Leu Lys Leu Met 
15 10 15 

Lys Phe Trp Ser Tyr Leu Phe Val His Asn Trp Arg Arg Tyr Val Ala 
20 25 30 

Met Thr Pro Tyr lie He He Asn Cys Thr Gin Tyr Val Asp He Tyr 
35 40 45 

Leu Ser Thr Glu Ser Leu Asp Phe He He Arg Asn Val Tyr Leu Ala 
50 55 60 

Val Leu Phe Thr Asn Thr Val Val Arg Gly Val Leu Leu Cys Val Gin 
65 70 75 80 

Arg Phe Ser Tyr Glu Arg Phe He Asn He Leu Lys Ser Phe Tyr He 
85 90 95 

Glu Leu Leu Val Ser Thr Glu Arg Leu Ser Gin Lys Cys He Leu His 
100 105 110 



Lys Trp Ala Val Leu Pro Tyr Gly Met Tyr Leu Pro Thr He Asp Glu 
115 120 125 

Tyr Lys Tyr Ala Ser Pro Tyr Tyr Glu lie Phe Phe Val He Gin Ala 

130 135 140 



He Met Ala Pro Met Gly Cys Cys Met Tyr He Pro Tyr Thr Asn Met 

145 150 155 160 

Val Val Thr Phe Thr Leu Phe Ala He Leu Met Cys Arg Val Leu Gin 
165 170 175 



His Lys Leu Arg Ser Leu Glu Lys 
180 

Glu He Ala Gin Thr He Ala Gin 
195 200 



Leu Lys Asn Glu Gin Val Arg Gly 
185 190 

Thr Val He Val He Ala Tyr Met 
205 



Val Met He Phe Ala Asn Ser Val Val Leu Tyr Tyr Val Ala Asn Glu 

210 215 220 

Leu Tyr Phe Gin Ser Phe Asp He Ala He Ala Ala Tyr Glu Ser Asn 
225 230 235 240 

Trp Met Asp Phe Asp Val Asp Thr Gin Lys Thr Leu Lys Phe Leu He 
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245 250 255 

Met Arg Ser Gin Lys Pro Leu Ala Ser Leu Val Gly Gly Thr Tyr Pro 
260 265 270 

Met Asn Leu Lys Met Leu Gin Ser Leu Leu Asn Ala lie Tyr Ser Phe 
275 280 285 

Phe Thr Leu Leu Arg Arg Val Tyr Gly 
290 295 

<210> 77 

<211> 1134 

<212> DNA 

<213> Drosophila Melanogaster DORS 8 



<400> 77 



atggacgcca 


gctactttgc 


cgtccagaga 


agagctctgg 


aaatagttgg 


attcgatccc 


60 


agtactccgc 


aactgagtct 


gaaacatccc 


atctgggccg 


ggattctcat 


cctgtccttg 


120 


atctctcaca 


actggcccat 


ggtagtctat 


gccctgcagg 


atctctccga 


cttgacccgt 


180 


ctgacggaca 


actttgcggt 


gtttatgcaa 


ggatcacaga 


gcaccttcaa 


gttcctggtc 


240 


atgatggcga 


aacgaaggcg 


cattggatcg 


ttgattcacc 


gtttgcataa 


gctaaaccag 


300 


gcggccagtg 


ccacgcccaa 


tcacctggag 


aagatcgaga 


gggaaaacca 


actggatagg 


360 


tatgtcgcca 


ggtcctttag 


aaatgccgcc 


tacggagtga 


tttgtgcctc 


ggccatagcg 


420 
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aaaacaaata 


tatttacccc 


caccacaccc 


480 


atggagttca 


acttctggct 


ggacgagcga 


aagcctcact 


tttattggcc 


catctacgtt 


540 


tggggcgtac 


tgggcgtggc 


agctgccgcc 


tggttggcca 


ttgcaacgga 


caccctgttc 


600 


tcctggctga 


ctcacaatgt 


ggtgattcag 


ttccaactac 


tggagcttgt 


tctcgaagag 


660 


aaggatctga 


atggcggaga 


ctctcgcctg 


accgggtttg 


ttagtcgtca 


tcgtatagct 


720 


ctggatttgg 


ccaaggaact 


aagttcgatt 


ttcggggaga 


tcgtctttgt 


gaaatacatg 


780 


ctcagttacc 


tgcaactctg 


catgttggcc 


tttcgcttca 


gccgcagtgg 


ctggagtgcc 


840 


caggtgccat 


ttagagccac 


cttcctagtg 


gccatcatca 


tccaactgag 


ttcgtattgc 


900 


tatggaggcg 


agtatataaa 


gcagcaaagt 


ttggccatcg 


cacaagccgt 


ttatggtcaa 


960 


atcaattggc 


cagaaatgac 


gccaaagaaa 


agaagactct 


ggcaaatggt 


gatcatgagg 


1020 


gcgcagcgac 


cggctaagat 


ttttggattc 


atgttcgttg 


tggacttgcc 


actgctgctt 


1080 


tgggtcatca 


gaactgcggg 


ctcatttctg 


gccatgctta 


ggactttcga 


gcgt 


1134 
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<210> 78 
<211> 378 
<212> PRT 

<213> Drosophila Melanogaster DOR58 
<400> 78 

Met Asp Ala Ser Tyr Phe Ala Val Gin Arg Arg Ala Leu Glu lie Val 
15 10 15 

Gly Phe Asp Pro Ser Thr Pro Gin Leu Ser Leu Lys His Pro lie Trp 
20 25 30 

Ala Gly lie Leu lie Leu Ser Leu lie Ser His Asn Trp Pro Met Val 
35 40 45 

Val Tyr Ala Leu Gin Asp Leu Ser Asp Leu Thr Arg Leu Thr Asp Asn 
50 55 60 

Phe Ala Val Phe Met Gin Gly Ser Gin Ser Thr Phe Lys Phe Leu Val 
65 70 75 80 

Met Met Ala Lys Arg Arg Arg lie Gly Ser Leu lie His Arg Leu His 
85 90 95 

Lys Leu Asn Gin Ala Ala Ser Ala Thr Pro Asn His Leu Glu Lys lie 
100 105 110 

Glu Arg Glu Asn Gin Leu Asp Arg Tyr Val Ala Arg Ser Phe Arg Asn 
115 120 125 

Ala Ala Tyr Gly Val lie Cys Ala Ser Ala lie Ala Pro Met Leu Leu 
130 135 140 

Gly Leu Trp Gly Tyr Val Glu Thr Gly Val Phe Thr Pro Thr Thr Pro 
145 150 155 160 

Met Glu Phe Asn Phe Trp Leu Asp Glu Arg Lys Pro His Phe Tyr Trp 
165 170 175 

Pro lie Tyr Val Trp Gly Val Leu Gly Val Ala Ala Ala Ala Trp Leu 
180 185 190 

Ala lie Ala Thr Asp Thr Leu Phe Ser Trp Leu Thr His Asn Val Val 
195 200 205 

lie Gin Phe Gin Leu Leu Glu Leu Val Leu Glu Glu Lys Asp Leu Asn 
210 215 220 

Gly Gly Asp Ser Arg Leu Thr Gly Phe Val Ser Arg His Arg lie Ala 
225 230 235 240 

Leu Asp Leu Ala Lys Glu Leu Ser Ser lie Phe Gly Glu lie Val Phe 
245 250 255 
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Val Lys Tyr Met Leu Ser Tyr Leu Gin Leu Cys Met Leu Ala Phe Arg 
260 265 270 

Phe Ser Arg Ser Gly Trp Ser Ala Gin Val Pro Phe Arg Ala Thr Phe 
275 280 285 

Leu Val Ala lie lie lie Gin Leu Ser Ser Tyr Cys Tyr Gly Gly Glu 
290 295 300 

Tyr lie Lys Gin Gin Ser Leu Ala lie Ala Gin Ala Val Tyr Gly Gin 
305 310 315 320 

He Asn Trp Pro Glu Met Thr Pro Lys Lys Arg Arg Leu Trp Gin Met 
325 330 335 

Val He Met Arg Ala Gin Arg Pro Ala Lys He Phe Gly Phe Met Phe 
340 345 350 

Val Val Asp Leu Pro Leu Leu Leu Trp Val He Arg Thr Ala Gly Ser 
355 360 365 

Phe Leu Ala Met Leu Arg Thr Phe Glu Arg 
370 375 

<210> 79 

<211> 807 

<212> DNA 

<213> Drosophila Melanogaster DOR59 

<400> 79 



atgcacgaag 


cagataatcg 


ggagatggaa 


cttttggtcg 


ccactcaggc 


ttatacacga 


60 


accattaccc 


tgttgatctg 


gataccatcg 


gttattgctg 


gcctaatggc 


ctattcagac 


120 


tgcatctaca 


ggagtctgtt 


tctgccgaaa 


tcggttttca 


atgtgccagc 


tgtgcgacgt 


180 


ggtgaggagc 


atcccattct 


gctatttcag 


ctgtttccct 


tcggagaact 


ttgcgataac 


240 


ttcgttgttg 


gatacttggg 


accttggtat 


gctctgggcc 


tgggaatcac 


ggctatccca 


300 


ttgtggcaca 


cctttatcac 


ttgcctcatg 


aagtacgtaa 


atctcaagct 


gcaaatactc 


360 


aacaagcgag 


tggaggagat 


ggatattacc 


cgacttaatt 


ccaaattggt 


aattggtcgc 


420 


ctaactgcca 


gtgagttaac 


cttctggcaa 


atgcaactct 


tcaaggaatt 


tgtaaaggaa 


480 


cagctgagga 


ttcgaaaatt 


tgtccaggaa 


ctacagtatc 


tgatttgcgt 


gcctgtgatg 


540 


gcagatttca 


ttatcttctc 


ggttctcatt 


tgctttctct 


tttttgcctt 


gacagttggc 


600 


cacgatgaac 


tgagccttgc 


ttacttttct 


tgcggatggt 


acaacttcga 


aatgcctttg 


660 


cagaaaatgc 


tggtttttat 


gatgatgcat 


gcccaaaggc 


cgatgaagat 


gcgcgccctg 


720 
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ctggtcgatt tgaatctgag gaccttcata gacattggcc gtggagccta cagctacttc 780 
aatttgctgc gtagctccca cttgtat 807 



<210> BO 

<211> 269 

<212> PRT 

<213> Drosophila Melanogaster DOR59 

<400> 80 

Met His Glu Ala Asp Asn Arg Glu Met Glu Leu Leu Val Ala Thr Gin 
1 5 10 15 

Ala Tyr Thr Arg Thr He Thr Leu Leu He Trp He Pro Ser Val He 
20 25 30 

Ala Gly Leu Met Ala Tyr Ser Asp Cys He Tyr Arg Ser Leu Phe Leu 
35 40 45 

Pro Lys Ser Val Phe Asn Val Pro Ala Val Arg Arg Gly Glu Glu His 
50 55 60 

Pro He Leu Leu Phe Gin Leu Phe Pro Phe Gly Glu Leu Cys Asp Asn 
65 70 75 80 

Phe Val Val Gly Tyr Leu Gly Pro Trp Tyr Ala Leu Gly Leu Gly He 
85 90 95 

Thr Ala He Pro Leu Trp His Thr Phe He Thr Cys Leu Met Lys Tyr 
100 105 110 

Val Asn Leu Lys Leu Gin He Leu Asn Lys Arg Val Glu Glu Met Asp 
115 120 125 

He Thr Arg Leu Asn Ser Lys Leu Val He Gly Arg Leu Thr Ala Ser 
130 135 140 

Glu Leu Thr Phe Trp Gin Met Gin Leu Phe Lys Glu Phe Val Lys Glu 
145 150 155 160 

Gin Leu Arg He Arg Lys Phe Val Gin Glu Leu Gin Tyr Leu He Cys 
165 170 175 

Val Pro Val Met Ala Asp Phe He He Phe Ser Val Leu He Cys Phe 
180 185 190 

Leu Phe Phe Ala Leu Thr Val Gly His Asp Glu Leu Ser Leu Ala Tyr 
195 200 205 

Phe Ser Cys Gly Trp Tyr Asn Phe Glu Met Pro Leu Gin Lys Met Leu 
210 215 220 

Val Phe Met Met Met His Ala Gin Arg Pro Met Lys Met Arg Ala Leu 
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225 230 235 240 

Leu Val Asp Leu Asn Leu Arg Thr Phe He Asp He Gly Arg Gly Ala 
245 250 255 

Tyr Ser Tyr Phe Asn Leu Leu Arg Ser Ser His Leu Tyr 
260 265 

<210> 81 
<211> 1143 
<212> DNA 



<213> Dros 


sophila Melanogaster 


DOR68 








<400> 81 
atgt casscfc 


taatcgaggt 


gtttctgggt 


aaLL- L.y Lyy ci 


e~* /~* arrprrt* t~ \~ 
*— L^dy L. 1— L- 


l_- d LLL y CL- 


60 


cgaatgggt t 


tggatttgca 


gcccgataaa 


aagggcaatg 


4-4-4-4- rfi^rra "1" 

ttLtyLgatc- 


tccgct tc tt 


12 0 




tgtgtctgac 


aacaagcttt 




i^pni* rrl" ri r~* rT r~* 

y i— y l. y 




18 0 


caaaatcgca 


accaaatcgt 


gctttgttcc 


gaggccc tga 




acagatggtc 


240 


tcctcgctac 


tgaagatggc 


tatattcttg 


gccaaatctc 


ri« a f-. /-» 4- 4- 

aLyaLL ^- y y 


9y«CCLoaLl. 




caacagat tc 


agtcgccttt 


tacagaggag 




y LdCdydy Cy 


gagatcccaa 


3 60 


aatcaaaggg 


gacaactaat 


ggctgccatt 


t act tta tga 


tgtgtgccgg 


tacgagtgtg 


42 0 


LcacLcccgc 


tgatgccagt 


ggctttgacc 


a tgc 1 1 aagt 


acca ttccac 


tggggaat t c 


48 0 


gcgcctgtca 


gctcgttccg 


ggttctgctt 


ccatacgatg 


tgacacaacc 


gcatgtttat 


54 0 


gccatggact 


gc tgc ttgat 


ggtat t tgtg 


t. t aagt t ttt 


t t tgctgctc 


caccaccgga 


6 00 


gtggatacct 


tatatggatg 


gtgtgcttta 


ggcgtgagtt 


tacaataccg 


tcgcctcggt 


660 


caacaactta 


aaaggatacc 


ctcctgtttc 


aatccatctc 


ggtctgactt 


tggattaagt 


720 


gggatttttg 


tggagcatgc 


tcgtctgctt 


aaaatagtcc 


aacattttaa 


ttatagtttt 


780 


atggagatcg 


catttgtgga 


ggttgttata 


atctgtggac 


tctattgctc 


agtaatttgt 


840 


cagtatataa 


tgccacacac 


caaccaaaac 


ttcgcctttc 


tgggtttctt 


ttcattggta 


900 


gttaccacac 


agctgtgcat 


ctatcttttc 


ggtgccgaac 


aggtccgttt 


ggaggctgag 


960 


cgattttccc 


ggctgctata 


cgaagtaatt 


ccttggcaaa 


accttcctcc 


taaacaccgg 


1020 


aaacttttcc 


tttttccaat 


tgagcgcgcc 


caacgagaaa 


ctgttctcgg 


tgcttatttc 


1080 


ttcgaactag 


gcagacctct 


tcttgtttgg 


gtaagcatat 


tcctttttat 


tgtattatta 


1140 
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<210> 82 
<211> 381 
<212> PRT 

<213> Drosophila Melanogaster DOR68 
<400> 82 

Met Ser Lys Leu lie Glu Val Phe Leu Gly Asn Leu Trp Thr Gin Arg 
15 10 15 

Phe Thr Phe Ala Arg Met Gly Leu Asp Leu Gin Pro Asp Lys Lys Gly 
20 25 30 

Asn Val Leu Arg Ser Pro Leu Leu Tyr Cys lie Met Cys Leu Thr Thr 
35 40 45 

Ser Phe Glu Leu Cys Thr Val Cys Ala Phe Met Val Gin Asn Arg Asn 
50 55 60 

Gin He Val Leu Cys Ser Glu Ala Leu Met His Gly Leu Gin Met Val 
65 70 75 80 

Ser Ser Leu Leu Lys Met Ala He Phe Leu Ala Lys Ser His Asp Leu 
85 90 95 

Val Asp Leu He Gin Gin He Gin Ser Pro Phe Thr Glu Glu Asp Leu 
100 105 110 

Val Gly Thr Glu Trp Arg Ser Gin Asn Gin Arg Gly Gin Leu Met Ala 
115 120 125 

Ala He Tyr Phe Met Met Cys Ala Gly Thr Ser Val Ser Phe Leu Leu 
130 135 140 

Met Pro Val Ala Leu Thr Met Leu Lys Tyr His Ser Thr Gly Glu Phe 
145 150 155 160 

Ala Pro Val Ser Ser Phe Arg Val Leu Leu Pro Tyr Asp Val Thr Gin 
165 170 175 

Pro His Val Tyr Ala Met Asp Cys Cys Leu Met Val Phe Val Leu Ser 
180 185 190 

Phe Phe Cys Cys Ser Thr Thr Gly Val Asp Thr Leu Tyr Gly Trp Cys 
195 200 205 

Ala Leu Gly Val Ser Leu Gin Tyr Arg Arg Leu Gly Gin Gin Leu Lys 
210 215 220 

Arg He Pro Ser Cys Phe Asn Pro Ser Arg Ser Asp Phe Gly Leu Ser 
225 230 235 240 

Gly He Phe Val Glu His Ala Arg Leu Leu Lys He Val Gin His Phe 
245 250 255 
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Asn Tyr Ser Phe 
260 

Gly Leu Tyr Cys 
275 

Gin Asn Phe Ala 
290 

Leu Cys lie Tyr 
305 

Arg Phe Ser Arg 



Pro Lys His Arg 
340 

Glu Thr Val Leu 
355 

Val Trp Val Ser 
370 

<210> 83 

<211> 927 

<212> DMA 

<213> Drosophila Melanogaster DOR77 



<400> 83 
atggaattga 


tgcgagtgcc 


agtacagttt 


tacagaacga 


ttggagagga 


tatctacgcc 


60 


catcgatcca 


cgaatcccct 


aaaatcgctt 


ctcttcaaga 


tctatctata 


tgcgggattc 


12 0 


ataaatttta 


atctgttggt 


aatcggtgaa 


ctggtgttct 


tctacaactc 


aattcaggac 


180 


tttgaaacca 


ttcgattggc 


catcgcggtg 


gctccatgta 


tcggattttc 


tctggttgct 


240 


gattttaaac 


aagctgccat 


gattagaggc 


aagaaaacac 


taattatgct 


actcgatgat 


300 


ttggagaaca 


tgcatccgaa 


aaccctggca 


aagcaaatgg 


aatacaaatt 


gccggacttt 


360 


gaaaagacca 


tgaaacgtgt 


gatcaatata 


ttcacctttc 


tctgcttggc 


ctatacgact 


420 


acgttctcct 


tttatccggc 


catcaaggca 


tccgtgaaat 


ttaatttctt 


gggctacgac 


480 


acctttgatc 


gaaattttgg 


tttcctcatc 


tggtttccct 


tcgatgcaac 


aaggaataat 


540 


ttgatatact 


ggatcatgta 


ctgggacata 


gcccatgggg 


cctatctagc 


ggcctttcag 


600 


gtcaccgaat 


caacagtgga 


agtgattatt 


atttactgca 


tttttttgat 


gacctcgatg 


660 


gttcaggtat 


ttatggtgtg 


ctactatggg 


gatactttaa 


ttgccgcgag 


cttgaaagtg 


720 


ggcgatgccg 


cttacaacca 


aaagtggttt 


cagtgcagca 


aatcctattg 


caccatgttg 


780 
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Met Glu lie Ala Phe Val Glu Val Val lie He Cys 
265 270 

Ser Val He Cys Gin Tyr He Met Pro His Thr Asn 
280 285 

Phe Leu Gly Phe Phe Ser Leu Val Val Thr Thr Gin 
295 300 

Leu Phe Gly Ala Glu Gin Val Arg Leu Glu Ala Glu 
310 315 320 

Leu Leu Tyr Glu Val He Pro Trp Gin Asn Leu Pro 
325 330 335 

Lys Leu Phe Leu Phe Pro He Glu Arg Ala Gin Arg 
345 350 

Gly Ala Tyr Phe Phe Glu Leu Gly Arg Pro Leu Leu 
360 365 

He Phe Leu Phe He Val Leu Leu Phe 
375 380 



aagttgctaa tcatgaggag tcagaaacca gcttcaataa gaccgccgac ttttcccccc 840 
atatccttgg ttacctatat gaagaatccc ttcaacaatc tacccaaaca cagctcttcc 900 
ctgcaaatca acgccaatcg ctatatc 927 



<210> 84 
<211> 309 
<212> PRT 

<213> Drosophila Melanogaster DOR77 
<400> 84 

Met Glu Leu Met Arg Val Pro Val Gin Phe Tyr Arg Thr He Gly Glu 
15 10 15 

Asp He Tyr Ala His Arg Ser Thr Asn Pro Leu Lys Ser Leu Leu Phe 
20 25 30 

Lys He Tyr Leu Tyr Ala Gly Phe He Asn Phe Asn Leu Leu Val He 
35 40 45 

Gly Glu Leu Val Phe Phe Tyr Asn Ser He Gin Asp Phe Glu Thr He 
50 55 60 

Arg Leu Ala He Ala Val Ala Pro Cys He Gly Phe Ser Leu Val Ala 
65 70 75 80 

Asp Phe Lys Gin Ala Ala Met He Arg Gly Lys Lys Thr Leu He Met 
85 90 95 

Leu Leu Asp Asp Leu Glu Asn Met His Pro Lys Thr Leu Ala Lys Gin 
100 105 110 

Met Glu Tyr Lys Leu Pro Asp Phe Glu Lys Thr Met Lys Arg Val He 
115 120 125 

Asn He Phe Thr Phe Leu Cys Leu Ala Tyr Thr Thr Thr Phe Ser Phe 
130 135 140 

Tyr Pro Ala He Lys Ala Ser Val Lys Phe Asn Phe Leu Gly Tyr Asp 
145 150 155 160 

Thr Phe Asp Arg Asn Phe Gly Phe Leu He Trp Phe Pro Phe Asp Ala 
165 170 175 

Thr Arg Asn Asn Leu He Tyr Trp He Met Tyr Trp Asp He Ala His 
180 185 190 

Gly Ala Tyr Leu Ala Ala Phe Gin Val Thr Glu Ser Thr Val Glu Val 
195 200 205 

He He lie Tyr Cys He Phe Leu Met Thr Ser Met Val Gin Val Phe 
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210 215 220 

Met Val Cys Tyr Tyr Gly Asp Thr Leu lie Ala Ala Ser Leu Lys Val 
225 230 235 240 

Gly Asp Ala Ala Tyr Asn Gin Lys Trp Phe Gin Cys Ser Lys Ser Tyr 
245 250 255 

Cys Thr Met Leu Lys Leu Leu lie Met Arg Ser Gin Lys Pro Ala Ser 
260 265 270 

lie Arg Pro Pro Thr Phe Pro Pro He Ser Leu Val Thr Tyr Met Lys 
275 280 285 

Asn Pro Phe Asn Asn Leu Pro Lys His Ser Ser Ser Leu Gin He Asn 
290 295 300 

Ala Asn Arg Tyr He 
305 

<210> 85 
<211> 1152 
<212> DNA 



<213> DroE 


sophila Melanogaster 


DOR7 8 








<400> 85 
atgaagttca 


tgaagtacgc 


agttttcttt 


tacacatcgg 


tgggcattga 


gccgtatacg 


60 


attgactcgc 


ggtccaaaaa 


agcgagccta 


tggtcacatc 


ttctcttctg 


ggccaatgtg 


120 


atcaatttaa 


gtgtcattgt 


tttcggagag 


atcctctatc 


tgggagtggc 


ctattccgat 


180 


ggaaagttca 


ttgatgccgt 


cactgtactg 


tcatatatcg 


gattcgtaat 


cgtgggcatg 


240 


agcaagatgt 


tcttcatatg 


gtggaagaag 


accgatctaa 


gcgatttggt 


taaggaattg 


300 


gagcacatct 


atccaaatgg 


caaagctgag 


gaggagatgt 


atcggttgga 


taggtatctg 


360 


cgatcttgtt 


cacgaattag 


cattacctat 


gcactactct 


actccgtact 


catctggacc 


420 


ttcaatctgt 


tcagtatcat 


gcaattcctt 


gtctatgaaa 


agttgcttaa 


aatccgagtg 


480 


gtcggccaaa 


cgctgccata 


tttgatgtac 


tttccctgga 


actggcatga 


aaactggacg 


540 


tattatgtgc 


tgctgttctg 


tcaaaacttc 


gcaggacata 


cttcggcatc 


gggacagatc 


600 


tctacggatc 


ttttgctttg 


tgctgttgct 


acccaggtgg 


taatgcactt 


cgattacttg 


660 


gccagagtgg 


tggaaaaaca 


agtgttagat 


cgcgattgga 


gcgaaaactc 


cagatttttg 


720 


gcaaaaactg 


tacaatatca 


tcagcgcatt 


cttcggctaa 


tggacgttct 


caacgatata 


780 


ttcgggatac 


cgctactgct 


taactttatg 


gtctccacat 


ttgtcatctg 


ctttgtggga 


840 


ttccaaatga 


ccgtgggtgt 


cccgccggac 


atcatgatta 


agctcttctt 


gttcctgttc 


900 
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tcgtccttgt cgcaagtgta cttgatatgc cactacggcc agctgattgc cgatgcggta 960 

agagactttc gaagctctag cttatcgatt tctgcatata agcagaattg gcaaaatgct 1020 

gacattcgct atcgtcgggc tctggtattc tttatagctc gacctcagag gacaacttat 1080 

ctaaaagcta caattttcat gaatataaca agggccacca tgacggacgt aagatacaat 1140 

ttgaaatgtc at 1152 

<210> 86 
<211> 384 
<212> PRT 

<213> Drosophila Melanogaster DOR7 8 
<400> 86 

Met Lys Phe Met Lys Tyr Ala Val Phe Phe Tyr Thr Ser Val Gly He 
15 10 15 

Glu Pro Tyr Thr He Asp Ser Arg Ser Lys Lys Ala Ser Leu Trp Ser 
20 25 30 

His Leu Leu Phe Trp Ala Asn Val He Asn Leu Ser Val He Val Phe 
35 40 45 

Gly Glu He Leu Tyr Leu Gly Val Ala Tyr Ser Asp Gly Lys Phe He 
50 55 60 

Asp Ala Val Thr Val Leu Ser Tyr He Gly Phe Val He Val Gly Met 
65 70 75 80 

Ser Lys Met Phe Phe He Trp Trp Lys Lys Thr Asp Leu Ser Asp Leu 
85 90 95 

Val Lys Glu Leu Glu His He Tyr Pro Asn Gly Lys Ala Glu Glu Glu 
100 105 110 

Met Tyr Arg Leu Asp Arg Tyr Leu Arg Ser Cys Ser Arg He Ser He 
115 120 125 

Thr Tyr Ala Leu Leu Tyr Ser Val Leu He Trp Thr Phe Asn Leu Phe 
130 135 140 

Ser He Met Gin Phe Leu Val Tyr Glu Lys Leu Leu Lys He Arg Val 
145 150 155 160 

Val Gly Gin Thr Leu Pro Tyr Leu Met Tyr Phe Pro Trp Asn Trp His 
165 170 175 

Glu Asn Trp Thr Tyr Tyr Val Leu Leu Phe Cys Gin Asn Phe Ala Gly 
180 185 190 



98 



His Thr Ser Ala Ser Gly Gin lie Ser Thr Asp Leu Leu Leu Cys Ala 
195 200 205 

Val Ala Thr Gin Val Val Met His Phe Asp Tyr Leu Ala Arg Val Val 
210 215 220 

Glu Lys Gin Val Leu Asp Arg Asp Trp Ser Glu Asn Ser Arg Phe Leu 
225 230 235 240 

Ala Lys Thr Val Gin Tyr His Gin Arg lie Leu Arg Leu Met Asp Val 
245 250 255 

Leu Asn Asp lie Phe Gly lie Pro Leu Leu Leu Asn Phe Met Val Ser 
260 265 270 

Thr Phe Val lie Cys Phe Val Gly Phe Gin Met Thr Val Gly Val Pro 
275 280 285 

Pro Asp He Met He Lys Leu Phe Leu Phe Leu Phe Ser Ser Leu Ser 
290 295 300 

Gin Val Tyr Leu He Cys His Tyr Gly Gin Leu He Ala Asp Ala Val 
305 310 315 320 

Arg Asp Phe Arg Ser Ser Ser Leu Ser He Ser Ala Tyr Lys Gin Asn 
325 330 335 

Trp Gin Asn Ala Asp He Arg Tyr Arg Arg Ala Leu Val Phe Phe He 
340 345 350 

Ala Arg Pro Gin Arg Thr Thr Tyr Leu Lys Ala Thr He Phe Met Asn 
355 360 365 

He Thr Arg Ala Thr Met Thr Asp Val Arg Tyr Asn Leu Lys Cys His 
370 375 380 

<210> 87 
<211> 1203 
<212> DNA 

<213> Drosophila Melanogaster DOR81 
<400> 87 

atgatggaga cgctgcgaaa ttcgggcttg aatttgaaga acgatttcgg tataggccgc 60 
aagatttgga gggtgttttc gttcacctac aatatggtga tacttcccgt aagtttccca 12 0 
atcaactatg tgatacatct ggcggagttc ccgccggagc tgctgctgca atccctgcaa 180 
ctgtgcctca acacttggtg cttcgctctg aagttcttca ctctgatcgt ctatacgcac 240 
cgcttggagc tggccaacaa gcactttgac gaattggata agtactgcgt gaagccggcg 300 
gagaagcgca aggttcgcga catggtggcc actattacaa gactgtacct gaccttcgtc 360 
gtggtctacg tcctctacgc cacctccacg ctactggacg gactactgca ccaccgtgtt 42 0 
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ccctacaata 


cgtactatcc 


gttcataaac 


tggcgagtcg 


atcggaccca 


gatgtacatc 


480 


cagagttttc 


tggagtactt 


caccgtgggt 


tatgccatat 


atgtggccac 


cgccaccgat 


540 


tcctaccctg 


tgatttacgt 


ggcagccctg 


cgaactcata 


ttctcttgct 


caaggaccgt 


600 


atcatttact 


tgggcgatcc 


cagcaacgag 


ggtagcagcg 


acccgagcta 


catgtttaaa 


660 


tcgttggtgg 


attgtatcaa 


ggcacacaga 


accatgctaa 


agtgcagttt 


ttgtgatgcc 


720 


attcaaccaa 


tcatctctgg 


cacgatattt 


gcccaattca 


tcatatgcgg 


atcgatcctg 


780 


ggcataatta 


tgatcaacat 


ggtattgttc 


gctgatcaat 


cgacccgatt 


cggcatagtc 


840 


atctacgtta 


tggccgtcct 


tctgcagact 


tttccgcttt 


gcttctactg 


caacgccatc 


900 


gtggacgact 


gcaaagaact 


ggcccacgca 


cttttccatt 


ccgcctggtg 


ggtgcaggac 


960 


aagcgatacc 


agcggactgt 


catccagttc 


ctgcagaaac 


tgcagcagcc 


catgaccttc 


1020 


accgccatga 


acatatttaa 


cat taatttg 


gccactaaca 


tcaatgtaag 


tccactgctc 


1080 


tcggttagaa 


cggggaagga 


agcaaagtcc 


gaacttcaat 


ccttgcaggt 


agccaagttc 


1140 


gccttcaccg 


tgtacgccat 


cgcgagcggt 


atgaacctgg 


accaaaagtt 


aagcattaag 


1200 


gaa 
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<210> 88 
<211> 399 
<212> PRT 

<213> Drosophila Melanogaster DOR81 
<400> 88 

Met Met Glu Thr Leu Arg Asn Ser Gly Leu Asn Leu Lys Asn Asp Phe 
15 10 15 

Gly lie Gly Arg Lys lie Trp Arg Val Phe Ser Phe Thr Tyr Asn Met 
20 25 30 

Val lie Leu Pro Val Ser Phe Pro lie Asn Tyr Val lie His Leu Ala 
35 40 45 

Glu Phe Pro Pro Glu Leu Leu Leu Gin Ser Leu Gin Leu Cys Leu Asn 
50 55 60 

Thr Trp Cys Phe Ala Leu Lys Phe Phe Thr Leu lie Val Tyr Thr His 
65 70 75 80 

Arg Leu Glu Leu Ala Asn Lys His Phe Asp Glu Leu Asp Lys Tyr Cys 
85 90 95 
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Val Lys Pro Ala Glu 
100 

Thr Arg Leu Tyr Leu 
115 

Ser Thr Leu Leu Asp 
130 

Tyr Tyr Pro Phe lie 
145 

Gin Ser Phe Leu Glu 
165 

Thr Ala Thr Asp Ser 
ISO 

His He Leu Leu Leu 
195 

Asn Glu Gly Ser Ser 
210 

Cys He Lys Ala His 
225 

Pro He He Ser Gly 
245 

lie Leu Gly He He 
260 

Thr Arg Phe Gly He 
275 

Phe Pro Leu Cys Phe 
290 

Leu Ala His Ala Leu 
305 

Tyr Gin Arg Thr Val 
325 

Thr Phe Thr Ala Met 
340 

Asn Val Ser Pro Leu 
355 

Glu Leu Gin Ser Leu 
370 

He Ala Ser Gly Met 



Lys Arg Lys Val Arg Asp 
105 

Thr Phe Val Val Val Tyr 
120 

Gly Leu Leu His His Arg 
135 

Asn Trp Arg Val Asp Arg 
150 155 

Tyr Phe Thr Val Gly Tyr 
170 

Tyr Pro Val He Tyr Val 
185 

Lys Asp Arg lie lie Tyr 
200 

Asp Pro Ser Tyr Met Phe 
215 

Arg Thr Met Leu Asn Phe 
230 235 

Thr He Phe Ala Gin Phe 
250 

Met He Asn Met Val Leu 
265 

Val He Tyr Val Met Ala 
280 

Tyr Cys Asn Ala lie Val 
295 

Phe His Ser Ala Trp Trp 
310 315 

He Gin Phe Leu Gin Lys 
330 

Asn He Phe Asn He Asn 
345 

Leu Ser Val Arg Thr Gly 
360 

Gin Val Ala Lys Phe Ala 
375 

Asn Leu Asp Gin Lys Leu 



Met Val Ala Thr He 
110 

Val Leu Tyr Ala Thr 
125 

Val Pro Tyr Asn Thr 
140 

Thr Gin Met Tyr He 
160 

Ala He Tyr Val Ala 
175 

Ala Ala Leu Arg Thr 
190 

Leu Gly Asp Pro Ser 
205 

Lys Ser Leu Val Asp 
220 

Cys Asp Ala He Gin 
240 

He lie Cys Gly Ser 
255 

Phe Ala Asp Gin Ser 
270 

Val Leu Leu Gin Thr 
285 

Asp Asp Cys Lys Glu 
300 

Val Gin Asp Lys Arg 
320 

Leu Gin Gin Pro Met 
335 

Leu Ala Thr Asn He 
350 

Lys Glu Ala Lys Ser 
365 

Phe Thr Val Tyr Ala 
380 

Ser He Lys Glu 
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385 390 395 

<210> 89 

<211> 1179 

<212> DNA 

<213> Drosophila Melanogaster DOR82 

<400> 89 



atggcatgca 


taccaagata 


tcaatggaaa 


ggacgcccta 


ctgaaagaca 


gttctacgct 


60 


tcggagcaaa 


ggatagtgtt 


ccttcttgga 


accatttgcc 


agatattcca 


gattactgga 


120 


gtgcttatct 


attggtattg 


caatggccgt 


cttgccacgg 


aaacgggcac 


ctttgtggca 


180 


caattatctg 


aaatgtgcag 


ttctttttgt 


ctaacatttg 


tgggattctg 


taacgtttat 


240 


gcgatctcta 


caaaccgcaa 


tcaaattgaa 


acattactcg 


aggagcttca 


tcagatatat 


300 


ccgagataca 


ggaaaaatca 


ctatcgctgc 


cagcattatt 


ttgacatggc 


catgacaata 


360 


atgagaattg 


agtttctttt 


ctatatgatc 


ttgtacgtgt 


actacaatag 


tgcaccatta 


420 


tgggtgcttc 


tttgggaaca 


cttgcacgag 


gaatatgatc 


ttagcttcaa 


gacgcagacc 


480 


aacacttggt 


ttccatggaa 


agtccatggg 


tcggcacttg 


gatttggtat 


ggctgtacta 


540 


agcataaccg 


tgggatcctt 


tgtgggcgta 


ggtttcagta 


ttgtcaccca 


gaatcttatc 


600 


tgtttgttaa 


ccttccaact 


aaagttgcac 


tacgatggaa 


tatccagtca 


gttagtatct 


660 


ctcgattgcc 


gtcgtcctgg 


agctcataag 


gagttgagca 


tcctcatcgc 


ccaccacagc 


720 


cgaatccttc 


agctgggcga 


ccaagtcaat 


gacataatga 


actttgtatt 


cggctctagc 


780 


ctagtaggtg 


ccactattgc 


catttgtatg 


tcaagtgttt 


ctataatgct 


actggactta 


840 


gcatctgcct 


tcaaatatgc 


cagtggtcta 


gtggcattcg 


tcctctacaa 


ctttgtcatc 


900 


tgctacatgg 


gaaccgaggt 


cactttagct 


gtgaagattg 


gttcatatat 


ggacggaagg 


960 


cggtggatac 


ccaaagattc 


gttgctgaga 


tctcagaggc 


tacaggtgct 


cgtcgcagtt 


1020 


ggatttttta 


atatatgtgt 


cctctcgaat 


cgtcgtccta 


aaattgaaat 


tttgcttaga 


1080 


tattattacc 


atattatgtt 


ttattcattt 


aaattatatt 


tttctttaag 


gaaaggtagc 


1140 


ctttggaaaa 


tcttgtcttc 


tttcacctta 


ttgaggatc 






1179 



<210> 90 

<211> 393 

<212> PRT 

<213> Drosophila Melanogaster DOR82 

<400> 90 
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Met Ala Cys lie Pro Arg Tyr Gin Trp Lys Gly Arg Pro Thr Glu Arg 
1 5 10 15 

Gin Phe Tyr Ala Ser Glu Gin Arg lie Val Phe Leu Leu Gly Thr lie 
20 25 30 

Cys Gin lie Phe Gin He Thr Gly Val Leu He Tyr Trp Tyr Cys Asn 
35 40 45 

Gly Arg Leu Ala Thr Glu Thr Gly Thr Phe Val Ala Gin Leu Ser Glu 
50 55 60 

Met Cys Ser Ser Phe Cys Leu Thr Phe Val Gly Phe Cys Asn Val Tyr 
65 70 75 80 

Ala He Ser Thr Asn Arg Asn Gin He Glu Thr Leu Leu Glu Glu Leu 
85 90 95 

His Gin He Tyr Pro Arg Tyr Arg Lys Asn His Tyr Arg Cys Gin His 
100 105 110 

Tyr Phe Asp Met Ala Met Thr He Met Arg He Glu Phe Leu Phe Tyr 
115 120 125 

Met He Leu Tyr Val Tyr Tyr Asn Ser Ala Pro Leu Trp Val Leu Leu 
130 135 140 

Trp Glu His Leu His Glu Glu Tyr Asp Leu Ser Phe Lys Thr Gin Thr 
145 150 155 160 

Asn Thr Trp Phe Pro Trp Lys Val His Gly Ser Ala Leu Gly Phe Gly 
165 170 175 

Met Ala Val Leu Ser He Thr Val Gly Ser Phe Val Gly Val Gly Phe 
180 185 190 

Ser He Val Thr Gin Asn Leu He Cys Leu Leu Thr Phe Gin Leu Lys 
195 200 205 

Leu His Tyr Asp Gly He Ser Ser Gin Leu Val Ser Leu Asp Cys Arg 
210 215 220 

Arg Pro Gly Ala His Lys Glu Leu Ser He Leu He Ala His His Ser 
225 230 235 240 

Arg He Leu Gin Leu Gly Asp Gin Val Asn Asp He Met Asn Phe Val 
245 250 255 

Phe Gly Ser Ser Leu Val Gly Ala Thr He Ala He Cys Met Ser Ser 
260 265 270 

Val Ser He Met Leu Leu Asp Leu Ala Ser Ala Phe Lys Tyr Ala Ser 
275 280 285 
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Gly Leu Val Ala Phe Val Leu Tyr Asn Phe Val lie Cys Tyr Met Gly 
290 295 300 

Thr Glu Val Thr Leu Ala Val Lys lie Gly Ser Tyr Met Asp Gly Arg 
305 310 315 320 

Arg Trp lie Pro Lys Asp Ser Leu Leu Arg Ser Gin Arg Leu Gin Val 
325 330 335 

Leu Val Ala Val Gly Phe Phe Asn lie Cys Val Leu Ser Asn Arg Arg 
340 345 350 

Pro Lys lie Glu lie Leu Leu Arg Tyr Tyr Tyr His lie Met Phe Tyr 
355 360 365 

Ser Phe Lys Leu Tyr Phe Ser Leu Arg Lys Gly Ser Leu Trp Lys lie 
370 375 380 

Leu Ser Ser Phe Thr Leu Leu Arg lie 
385 390 

<210> 91 

<211> 1209 

<212> DNA 

<213> Drosophila Melanogaster DOR83 

<400> 91 



atgcagttgg 


aggactttat 


gcggtacccg 


gacctcgtgt 


gtcaagcggc 


ccaacttccc 


agatacacgt 


ggaatggcag 


acgatccttg 


gaagttaaac 


gcaacttggc 


aaaacgcatt 


atcttctggc 


ttggagcagt 


aaatttggtt 


tatcacaata 


ttggctgcgt 


catgtatggc 


tatttcggtg 


atggaagaac 


aaaggatcca 


attgcgtatt 


tagctgaatt 


ggcatctgtg 


gccagcatgc 


ttggtttcac 


cattgtgggc 


accctcaact 


tgtggaagat 


gctgagcctt 


aagacccatt 


ttgagaacct 


actaaatgaa 


ttcgaggaat 


tatttcaact 


aatcaagcac 


agggcgtatc 


gcatacacca 


ctatcaagaa 


aagtatacgc 


gtcatatacg 


aaatacattt 


attttccata 


cctctgccgt 


tgtctactac 


aactcactac 


caattcttct 


aatgattcgg 


gaacatttct 


cgaactcaca 


gcagttgggc 


tatagaattc 


agagtaatac 


ctggtatccc 


tggcaggttc 


agggatcaat 


tcctggattt 


tttgctgcag 


tcgcctgtca 


aatcttttcg 


tgccaaacca 


atatgtgcgt 


caatatgttt 


atccagtttc 


tgatcaactt 


ttttggtatc 


cagctagaaa 


tacacttcga 


tggtttggcc 


aggcagctgg 


agaccatcga 


tgcccgcaat 


ccccatgcca 


aggatcaatt 


gaagtatctg 


attgtatatc 


acacaaaatt 


gcttaatcta 


gccgacagag 


ttaatcgatc 


gtttaacttt 


acgtttctca 


taagtctgtc 


ggtatccatg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 



104 



atatccaact gttttctggc attttccatg accatgttcg actttggcac ctctctaaaa 900 

catttactcg gacttttgct attcatcaca tataattttt caatgtgccg cagtggtacg 960 

cacttgattt taacgagtgg caaagtattg ccagcggcct tttataacaa ttggtatgaa 1020 

ggcgatcttg tttatcgaag gatgctcctc atcctgatga tgcgtgctac gaaaccttat 1080 

atgtggaaaa cctacaagct ggcacctgta tccataacta catatatggc agaatgcaaa 1140 

acaaaagaag cccatgaaca acgccatttt agacgccatg aaagacaaaa acctcgggtt 12 00 

gcacgaata 1209 

<210> 92 
<211> 403 
<212> PRT 

<213> Drosophila Melanogaster DOR83 
<400> 92 

Met Gin Leu Glu Asp Phe Met Arg Tyr Pro Asp Leu Val Cys Gin Ala 
15 10 15 

Ala Gin Leu Pro Arg Tyr Thr Trp Asn Gly Arg Arg Ser Leu Glu Val 
20 25 30 

Lys Arg Asn Leu Ala Lys Arg lie He Phe Trp Leu Gly Ala Val Asn 
35 40 45 

Leu Val Tyr His Asn He Gly Cys Val Met Tyr Gly Tyr Phe Gly Asp 
50 55 60 

Gly Arg Thr Lys Asp Pro He Ala Tyr Leu Ala Glu Leu Ala Ser Val 
65 70 75 80 

Ala Ser Met Leu Gly Phe Thr He Val Gly Thr Leu Asn Leu Trp Lys 
85 90 95 

Met Leu Ser Leu Lys Thr His Phe Glu Asn Leu Leu Asn Glu Phe Glu 
100 105 110 

Glu Leu Phe Gin Leu He Lys His Arg Ala Tyr Arg He His His Tyr 
115 120 125 

Gin Glu Lys Tyr Thr Arg His He Arg Asn Thr Phe He Phe His Thr 
130 135 140 

Ser Ala Val Val Tyr Tyr Asn Ser Leu Pro lie Leu Leu Met He Arg 
145 150 155 160 

Glu His Phe Ser Asn Ser Gin Gin Leu Gly Tyr Arg He Gin Ser Asn 
165 170 175 
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Thr Trp Tyr Pro Trp Gin Val Gin Gly Ser lie Pro Gly Phe Phe Ala 
180 185 190 

Ala Val Ala Cys Gin lie Phe Ser Cys Gin Thr Asn Met Cys Val Asn 
195 200 205 

Met Phe lie Gin Phe Leu lie Asn Phe Phe Gly He Gin Leu Glu He 
210 215 220 

His Phe Asp Gly Leu Ala Arg Gin Leu Glu Thr He Asp Ala Arg Asn 
225 230 235 240 

Pro His Ala Lys Asp Gin Leu Lys Tyr Leu He Val Tyr His Thr Lys 
245 250 255 

Leu Leu Asn Leu Ala Asp Arg Val Asn Arg Ser Phe Asn Phe Thr Phe 
260 265 270 

Leu He Ser Leu Ser Val Ser Met He Ser Asn Cys Phe Leu Ala Phe 
275 280 285 

Ser Met Thr Met Phe Asp Phe Gly Thr Ser Leu Lys His Leu Leu Gly 
290 295 300 

Leu Leu Leu Phe He Thr Tyr Asn Phe Ser Met Cys Arg Ser Gly Thr 
305 310 315 320 

His Leu He Leu Thr Ser Gly Lys Val Leu Pro Ala Ala Phe Tyr Asn 
325 330 335 

Asn Trp Tyr Glu Gly Asp Leu Val Tyr Arg Arg Met Leu Leu He Leu 
340 345 350 

Met Met Arg Ala Thr Lys Pro Tyr Met Trp Lys Thr Tyr Lys Leu Ala 
355 360 365 

Pro Val Ser He Thr Thr Tyr Met Ala Glu Cys Lys Thr Lys Glu Ala 
370 375 380 

His Glu Gin Arg His Phe Arg Arg His Glu Arg Gin Lys Pro Arg Val 
385 390 395 400 

Ala Arg He 



<210> 93 
<211> 858 
<212> DNA 

<213> Drosophila Melanogaster DOR84 
<400> 93 

atggtgttta gtttttatgc cgaggtagcg actctggtgg acaggttacg cgataatgaa 60 
aattttctcg agagctgcat cttactgagc tacgtgtcct ttgtggtcat gggcctctcc 120 
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aagataggtg 


ctgtaatgaa 


aaaaaagcca 


aaaatgacag 


ctttggtcag 


gcaattggag 


acctgctttc 


cgtcgccaag 


tgcaaaggtt 


caagaggaat 


atgctgtgaa 


gtcctggctg 


aaacgctgcc 


atatatacac 


aaagggattt 


ggtggtctct 


tcatgatcat 


gtatttcgct 


cacgctctga 


ttcccttatt 


catatacttc 


attcaaagag 


tgctgctcca 


ctatccggat 


gccaagcaga 


ttatgccgtt 


ttaccaactc 


gaaccttggg 


aatttcgcga 


ctcctggttg 


ttttatccaa 


gctattttca 


ccagtcgtcg 


gccggatata 


cggctacatg 


tggatccatt 


gccggtgacc 


taatgatctt 


cgctgtggtc 


ctgcaggtca 


tcatgcacta 


cgaaagactg 


gccaaggttc 


ttagggagtt 


taagattcaa 


gcccataacg 


cacccaatgg 


agctaaggag 


gatataagga 


agttgcagtc 


cctagtcgcc 


aatcacattg 


atatacttcg 


actcactgat 


ctgatgaacg 


aggtctttgg 


aattcccttg 


ttgctaaact 


ttattgcatc 


tgcgctgctg 


gtctgcctgg 


tgggagttca 


attaaccatc 


gctttaagtc 


cagagtattt 


ttgcaagcag 


atgctatttc 


tgatttccgt 


actgcttgag 


gtctatctcc 


tttgctcctt 


cagccagagg 


ttaatagatg 


ctgtatgt 











<210> 94 
<211> 286 
<212> PRT 

<213> Drosophila Melanogaster DOR84 
<400> 94 

Met Val Phe Ser Phe Tyr Ala Glu Val Ala Thr Leu Val Asp Arg Leu 
15 10 15 

Arg Asp Asn Glu Asn Phe Leu Glu Ser Cys lie Leu Leu Ser Tyr Val 
20 25 30 

Ser Phe Val Val Met Gly Leu Ser Lys lie Gly Ala Val Met Lys Lys 
35 40 45 

Lys Pro Lys Met Thr Ala Leu Val Arg Gin Leu Glu Thr Cys Phe Pro 
50 55 60 

Ser Pro Ser Ala Lys Val Gin Glu Glu Tyr Ala Val Lys Ser Trp Leu 
65 70 75 80 

Lys Arg Cys His lie Tyr Thr Lys Gly Phe Gly Gly Leu Phe Met lie 
85 90 95 

Met Tyr Phe Ala His Ala Leu lie Pro Leu Phe lie Tyr Phe lie Gin 
100 105 110 



180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
858 
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Arg Val Leu Leu His Tyr Pro Asp Ala Lys Gin lie Met Pro Phe Tyr 
115 120 125 

Gin Leu Glu Pro Trp Glu Phe Arg Asp Ser Trp Leu Phe Tyr Pro Ser 
130 135 140 

Tyr Phe His Gin Ser Ser Ala Gly Tyr Thr Ala Thr Cys Gly Ser lie 
145 150 155 160 

Ala Gly Asp Leu Met He Phe Ala Val Val Leu Gin Val He Met His 
165 170 175 

Tyr Glu Arg Leu Ala Lys Val Leu Arg Glu Phe Lys He Gin Ala His 
180 185 190 

Asn Ala Pro Asn Gly Ala Lys Glu Asp He Arg Lys Leu Gin Ser Leu 
195 200 205 

Val Ala Asn His lie Asp He Leu Arg Leu Thr Asp Leu Met Asn Glu 
210 215 220 

Val Phe Gly He Pro Leu Leu Leu Asn Phe He Ala Ser Ala Leu Leu 
225 230 235 240 

Val Cys Leu Val Gly Val Gin Leu Thr He Ala Leu Ser Pro Glu Tyr 
245 250 255 

Phe Cys Lys Gin Met Leu Phe Leu He Ser Val Leu Leu Glu Val Tyr 
260 265 270 

Leu Leu Cys Ser Phe Ser Gin Arg Leu He Asp Ala Val Cys 
275 280 285 

<210> 95 

<211> 1155 

<212> DNA 

<213> Drosophila Melanogaster D0R91 

<400> 95 



atggttcgtt 


acgtgccccg 


gttcgctgat 


ggtcagaaag 


taaagttggc 


ttggcccttg 


60 


gcggtttttc 


ggttaaatca 


catattctgg 


ccattggatc 


cgagcacagg 


gaaatggggc 


120 


cgatatctgg 


acaaggttct 


agctgttgcg 


atgtccttgg 


tttttatgca 


acacaacgat 


180 


gcagagctga 


ggtacttgcg 


cttcgaggca 


agtaatcgga 


atttggatgc 


ctttctcaca 


240 


ggaatgccaa 


cgtatttaat 


cctcgtggag 


gctcaattta 


gaagtcttca 


cattctactg 


300 


cacttcgaga 


agcttcagaa 


gtttttagaa 


atattctacg 


caaatattta 


tattgatccc 


360 


cgtaaggaac 


ccgaaatgtt 


tcgaaaagtg 


gatggaaaga 


tgataattaa 


cagattagtt 


420 


tcggccatgt 


acggtgcagt 


tatctctctg 


tatctaatcg 


cacccgtttt 


ttccatcatt 


480 
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aaccaaagca 


aagattttct 


atactctatg 


atetttcegt 


tegattegga 


tcccttgtac 


540 


atatttgtgc 


cactgctttt 


gaeaaaegta 


tgggttggca 


ttgtaataga 


taccatgatg 


600 


ttcggggaga 


cgaatttgtt 


gtgtgaacta 


attgtccacc 


taaatggtag 


ttatatgttg 


660 


ctcaagaggg 


acttgcagtt 


ggccattgaa 


aagatattag 


ttgcaaggga 


ccgtccgcat 


720 


atggccaaac 


agctaaaggt 


tttaattaca 


aaaactctcc 


gaaagaatgt 


ggctctaaat 


780 


cagtttggcc 


agcagctgga 


ggctcagtat 


actgtgcggg 


tttttattat 


gtttgeatte 


840 


gctgcgggcc 


ttttatgtgc 


tctttctttt 


aaggcttata 


egaeggatte 


cctcagcaca 


900 


atgtactacc 


ttacccattg 


ggagcaaatc 


ctgeagtact 


ctacaaatcc 


cagegaaaat 


960 


ctgcgattac 


taa age teat 


taacttggcc 


attgagatga 


acagcaagcc 


ct t ctatgtg 


1020 


acagggctaa 


aatattttcg 


cgttagtctg 


caggctggct 


taaaaegtea 


aaagtttctg 


1080 


cggtctgcca 


gctcatccac 


ccttagcacc 


gctgatgtgt 


tggcatttgc 


ttttgctttt 


1140 


actcgctggc 


tgett 










1155 



<210> 96 
<211> 385 
<212> PRT 

<213> Drosophila Melanogaster DOR91 
<4O0> 96 

Met Val Arg Tyr Val Pro Arg Phe Ala Asp Gly Gin Lys Val Lys Leu 
15 10 15 

Ala Trp Pro Leu Ala Val Phe Arg Leu Asn His lie Phe Trp Pro Leu 
20 25 30 

Asp Pro Ser Thr Gly Lys Trp Gly Arg Tyr Leu Asp Lys Val Leu Ala 
35 40 45 

Val Ala Met Ser Leu Val Phe Met Gin His Asn Asp Ala Glu Leu Arg 
50 55 60 

Tyr Leu Arg Phe Glu Ala Ser Asn Arg Asn Leu Asp Ala Phe Leu Thr 
65 70 75 80 

Gly Met Pro Thr Tyr Leu lie Leu Val Glu Ala Gin Phe Arg Ser Leu 
85 90 95 

His lie Leu Leu His Phe Glu Lys Leu Gin Lys Phe Leu Glu He Phe 
100 105 110 

Tyr Ala Asn He Tyr He Asp Pro Arg Lys Glu Pro Glu Met Phe Arg 
115 120 125 
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Lys Val Asp Gly Lys Met lie lie Asn Arg Leu Val Ser Ala Met Tyr 
130 135 140 



Gly Ala Val lie Ser Leu Tyr Leu lie Ala Pro Val Phe Ser lie lie 
145 150 155 160 

Asn Gin Ser Lys Asp Phe Leu Tyr Ser Met lie Phe Pro Phe Asp Ser 
165 170 175 

Asp Pro Leu Tyr lie Phe Val Pro Leu Leu Leu Thr Asn Val Trp Val 
180 185 190 

Gly lie Val He Asp Thr Met Met Phe Gly Glu Thr Asn Leu Leu Cys 
195 200 205 

Glu Leu He Val His Leu Asn Gly Ser Tyr Met Leu Leu Lys Arg Asp 
210 215 220 

Leu Gin Leu Ala He Glu Lys He Leu Val Ala Arg Asp Arg Pro His 
225 230 235 240 

Met Ala Lys Gin Leu Lys Val Leu He Thr Lys Thr Leu Arg Lys Asn 
245 250 255 

Val Ala Leu Asn Gin Phe Gly Gin Gin Leu Glu Ala Gin Tyr Thr Val 
260 265 270 

Arg Val Phe He Met Phe Ala Phe Ala Ala Gly Leu Leu Cys Ala Leu 
275 280 285 

Ser Phe Lys Ala Tyr Thr Thr Asp Ser Leu Ser Thr Met Tyr Tyr Leu 
290 295 300 

Thr His Trp Glu Gin He Leu Gin Tyr Ser Thr Asn Pro Ser Glu Asn 
305 310 315 320 

Leu Arg Leu Leu Lys Leu He Asn Leu Ala lie Glu Met Asn Ser Lys 
325 330 335 

Pro Phe Tyr Val Thr Gly Leu Lys Tyr Phe Arg Val Ser Leu Gin Ala 
340 345 350 

Gly Leu Lys Arg Gin Lys Phe Leu Arg Ser Ala Ser Ser Ser Thr Leu 
355 360 365 

Ser Thr Ala Asp Val Leu Ala Phe Ala Phe Ala Phe Thr Arg Trp Leu 
370 375 380 

Leu 
385 

<210> 97 
<211> 1218 
<212> DNA 



110 



<213> Drosophila Melanogaster DOR92 
<400> 97 

atgtccgagt ggttacgctt tctgaaacgc gatcaacagc tggatgtgta cttttttgca 60 

gtgccccgct tgagtttaga cataatgggc tattggccgg gcaaaactgg tgatacatgg 120 

ccctggagat ccctgattca cttcgcaatc ctggccattg gcgtggccac cgaactgcat 180 

gctggcatgt gttttctaga ccgacagcag attaccttgg cactggagac cctctgtcca 240 

gctggcacat cggcggtcac gctgctcaag atgttcctaa tgctgcgctt tcgtcaggat 3 00 

ctctccatta tgtggaaccg cctgaggggc ctgctcttcg atcccaactg ggagcgaccc 3 60 

gagcagcggg acatccggct aaagcactcg gccatggcgg ctcgcatcaa tttctggccc 420 

ctgtcagccg gattcttcac atgcaccacc tacaacctaa agccgatact gatcgcaatg 480 

atattgtatc tccagaatcg ttacgaggac ttcgtttggt ttacaccctt caatatgact 540 

atgcccaaag ttctgctaaa ctatccattt tttcccctga cctacatatt tattgcctat 600 

acgggctatg tgaccatctt tatgttcggc ggctgtgatg gtttttattt cgagttctgt 660 

gcccacctat cagctctttt cgaagtgctc caggcggaga tagaatcaat gtttagaccc 720 

tacactgatc acttggaact gtcgccagtg cagctttaca ttttagagca aaagatgcga 780 

tcagtaatca ttaggcacaa tgccatcatc gatttgacca gattttttcg tgatcgctat 840 

accattatta ccctggccca ttttgtgtcc gccgccatgg tgattggatt cagcatggtt 900 

aatctcctga cattgggcaa taatggtctg ggcgcaatgc tctatgtggc ctacacggtt 960 

gccgctttga gccaactgct ggtttattgc tatggcggaa ctctggtggc cgaaagtagc 1020 

actggtctgt gccgagccat gttctcctgt ccgtggcagc tttttaagcc taaacaacgt 1080 

cgactcgttc agcttttgat tctcagatcg cagcgtcctg tttccatggc agtgccattc 1140 

ttttcgccat cgttggctac ctttgctgcg attcttcaaa cttcgggttc cataattgcg 1200 

ctggttaagt cctttcag 1218 

<210> 98 
<211> 406 
<212> PRT 

<213> Drosophila Melanogaster DOR92 
<400> 98 

Met Ser Glu Trp Leu Arg Phe Leu Lys Arg Asp Gin Gin Leu Asp Val 
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Tyr Phe Phe Ala Val Pro Arg Leu Ser Leu Asp lie Met Gly Tyr Trp 
20 25 30 

Pro Gly Lys Thr Gly Asp Thr Trp Pro Trp Arg Ser Leu lie His Phe 
35 40 45 

Ala lie Leu Ala He Gly Val Ala Thr Glu Leu His Ala Gly Met Cys 
50 55 60 

Phe Leu Asp Arg Gin Gin He Thr Leu Ala Leu Glu Thr Leu Cys Pro 
65 70 75 80 

Ala Gly Thr Ser Ala Val Thr Leu Leu Lys Met Phe Leu Met Leu Arg 
85 90 95 

Phe Arg Gin Asp Leu Ser He Met Trp Asn Arg Leu Arg Gly Leu Leu 
100 105 110 

Phe Asp Pro Asn Trp Glu Arg Pro Glu Gin Arg Asp He Arg Leu Lys 
115 120 125 

His Ser Ala Met Ala Ala Arg He Asn Phe Trp Pro Leu Ser Ala Gly 
130 135 140 

Phe Phe Thr Cys Thr Thr Tyr Asn Leu Lys Pro He Leu He Ala Met 
145 150 155 160 

He Leu Tyr Leu Gin Asn Arg Tyr Glu Asp Phe Val Trp Phe Thr Pro 
165 170 175 

Phe Asn Met Thr Met Pro Lys Val Leu Leu Asn Tyr Pro Phe Phe Pro 
180 185 190 

Leu Thr Tyr He Phe He Ala Tyr Thr Gly Tyr Val Thr He Phe Met 
195 200 205 

Phe Gly Gly Cys Asp Gly Phe Tyr Phe Glu Phe Cys Ala His Leu Ser 
210 215 220 

Ala Leu Phe Glu Val Leu Gin Ala Glu He Glu Ser Met Phe Arg Pro 
225 230 235 240 

Tyr Thr Asp His Leu Glu Leu Ser Pro Val Gin Leu Tyr He Leu Glu 
245 250 255 

Gin Lys Met Arg Ser Val He He Arg His Asn Ala He He Asp Leu 
260 265 270 

Thr Arg Phe Phe Arg Asp Arg Tyr Thr He He Thr Leu Ala His Phe 
275 280 285 

Val Ser Ala Ala Met Val He Gly Phe Ser Met Val Asn Leu Leu Thr 
290 295 300 
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Leu Gly Asn Asn Gly Leu Gly Ala Met Leu Tyr Val Ala Tyr Thr Val 
305 310 315 320 

Ala Ala Leu Ser Gin Leu Leu Val Tyr Cys Tyr Gly Gly Thr Leu Val 
325 330 335 

Ala Glu Ser Ser Thr Gly Leu Cys Arg Ala Met Phe Ser Cys Pro Trp 
340 345 350 

Gin Leu Phe Lys Pro Lys Gin Arg Arg Leu Val Gin Leu Leu lie Leu 
355 360 365 

Arg Ser Gin Arg Pro Val Ser Met Ala Val Pro Phe Phe Ser Pro Ser 
370 375 380 

Leu Ala Thr Phe Ala Ala lie Leu Gin Thr Ser Gly Ser lie He Ala 
385 390 395 400 

Leu Val Lys Ser Phe Gin 
405 

<210> 99 
<211> 1176 
<212> DNA 

<213> Drosophila Melanogaster DOR95 
<400> 99 



atgagcgaca 


aggtgaaggg 


aaaaaagcag 


gaggaaaagg 


atcaatcctt 


gcgggtgcaa 


60 


attctcgttt 


atcgctgcat 


gggcatcgat 


ttgtggagcc 


ccacgatggc 


gaatgaccgc 


120 


ccgtggctga 


cctttgtcac 


aatgggacca 


cttttcctgt 


ttatggtgcc 


catgttcctg 


180 


gccgcccacg 


agtacatcac 


ccaggtgagc 


ctgctctccg 


acaccctggg 


ctccaccttc 


240 


gccagcatgc 


tcaccctggt 


caaattcctg 


ctcttctgct 


atcatcgcaa 


ggagttcgtc 


300 


ggcctgatct 


accacatcag 


ggccattctg 


gctaaagaaa 


tcgaagtgtg 


gcctgatgcg 


360 


cgggaaatca 


tcgaggtgga 


gaaccaaagt 


gaccaaatgc 


tcagtcttac 


gtacactcgc 


420 


tgttttggac 


tggctggaat 


ctttgcggcc 


ctgaagccct 


ttgtgggcat 


catactctcc 


480 


tcgattcgcg 


gcgacgagat 


tcacctggag 


ctgccccaca 


acggcgttta 


cccgtacgat 


540 


ctccaggtgg 


tcatgtttta 


tgtgcccacc 


tatctgtgga 


atgtgatggc 


cagctatagt 


600 


gctgtaacca 


tggcactctg 


cgtggactcg 


ctgctcttct 


ttttcaccta 


caacgtgtgc 


660 


gccattttca 


agatcgccaa 


gcaccggatg 


atccatctgc 


cggcggtggg 


cggaaaggag 


720 


gagctggagg 


ggctcgtcca 


ggtgctgctg 


ctgcaccaga 


agggcctcca 


gatcgccgat 


780 


cacattgcgg 


acaagtaccg 


gccgctgatc 


tttttgcagt 


tctttctgtc 


cgccttgcag 


840 
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atctgcttca ttggattcca ggtggctgat ctgtttccca atccgcagag tctctacttt 900 

atcgcctttg tgggctcgct gctcatcgca ctgttcatct actcgaagtg cggcgaaaat 960 

atcaagagtg ccagcctgga tttcggaaac gggctgtacg agaccaactg gaccgacttc 102 0 

tcgccaccca ctaaaagagc cctcctcatt gccgccatgc gcgcccagcg accttgccag 1080 

atgaagggct actttttcga ggccagcatg gccaccttct cgacgattgt tcgctctgcc 1140 

gtgtcgtaca tcatgatgtt gcgctccttt aatgcc 1176 

<210> 100 
<211> 392 
<212> PRT 

<213> Drosophila Melanogaster D0R95 
<400> 100 

Met Ser Asp Lys Val Lys Gly Lys Lys Gin Glu Glu Lys Asp Gin Ser 
15 10 15 

Leu Arg Val Gin lie Leu Val Tyr Arg Cys Met Gly lie Asp Leu Trp 
20 25 30 

Ser Pro Thr Met Ala Asn Asp Arg Pro Trp Leu Thr Phe Val Thr Met 
35 40 45 

Gly Pro Leu Phe Leu Phe Met Val Pro Met Phe Leu Ala Ala His Glu 
50 55 60 

Tyr He Thr Gin Val Ser Leu Leu Ser Asp Thr Leu Gly Ser Thr Phe 
65 70 75 80 

Ala Ser Met Leu Thr Leu Val Lys Phe Leu Leu Phe Cys Tyr His Arg 
85 90 95 

Lys Glu Phe Val Gly Leu He Tyr His He Arg Ala He Leu Ala Lys 
100 105 110 

Glu He Glu Val Trp Pro Asp Ala Arg Glu He He Glu Val Glu Asn 
115 120 125 

Gin Ser Asp Gin Met Leu Ser Leu Thr Tyr Thr Arg Cys Phe Gly Leu 
130 135 140 

Ala Gly He Phe Ala Ala Leu Lys Pro Phe Val Gly He He Leu Ser 
145 150 155 160 

Ser He Arg Gly Asp Glu He His Leu Glu Leu Pro His Asn Gly Val 
165 170 175 

Tyr Pro Tyr Asp Leu Gin Val Val Met Phe Tyr Val Pro Thr Tyr Leu 
180 185 190 
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Trp Asn Val Met Ala Ser Tyr Ser Ala Val Thr Met Ala Leu Cys Val 
195 200 205 

Asp Ser Leu Leu Phe Phe Phe Thr Tyr Asn Val Cys Ala lie Phe Lys 
210 215 220 

lie Ala Lys His Arg Met lie His Leu Pro Ala Val Gly Gly Lys Glu 
225 230 235 240 

Glu Leu Glu Gly Leu Val Gin Val Leu Leu Leu His Gin Lys Gly Leu 
245 250 255 

Gin He Ala Asp His He Ala Asp Lys Tyr Arg Pro Leu He Phe Leu 
260 265 270 

Gin Phe Phe Leu Ser Ala Leu Gin He Cys Phe He Gly Phe Gin Val 
275 280 285 

Ala Asp Leu Phe Pro Asn Pro Gin Ser Leu Tyr Phe He Ala Phe Val 
290 295 300 

Gly Ser Leu Leu He Ala Leu Phe He Tyr Ser Lys Cys Gly Glu Asn 
305 310 315 320 

He Lys Ser Ala Ser Leu Asp Phe Gly Asn Gly Leu Tyr Glu Thr Asn 
325 330 335 

Trp Thr Asp Phe Ser Pro Pro Thr Lys Arg Ala Leu Leu lie Ala Ala 
340 345 350 

Met Arg Ala Gin Arg Pro Cys Gin Met Lys Gly Tyr Phe Phe Glu Ala 
355 360 365 

Ser Met Ala Thr Phe Ser Thr He Val Arg Ser Ala Val Ser Tyr He 
370 375 380 

Met Met Leu Arg Ser Phe Asn Ala 
385 390 

<210> 101 
<211> 1170 
<212> DNA 

<213> Drosophila Melanogaster DOR99 
<400> 101 

atggaggagt ttctgcgtcc gcagatgttc caggaggtgg ctcagatggt gcatttccag 6 0 

tggcggagaa atccggtgga caacagcatg gtgaacgcat ccatggtccc cttctgcttg 12 0 

tcggcgtttc ttaatgtcct gtttttcggc tgcaatggtt gggacatcat aggacatttt 18 0 

tggctgggac atcctgccaa ccagaatccg cccgtgctta gcatcaccat ttacttctcg 24 0 

atcaggggat tgatgctata cctgaaacga aaggaaatcg ttgagtttgt taacgacttg 300 
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gatcgggagt 


gtccgcggga 


cttggtcagc 


cagttggaca 


tgcaaatgga 


tgagacgtac 


360 


cgaaactttt 


ggcagcgcta 


tcgcttcatc 


cgtatctact 


cccatttggg 


tggtccgatg 


420 


ttctgcgttg 


tgccattagc 


tctattcctc 


ctgacccacg 


agggtaaaga 


tactcctgtt 


480 


gcccagcacg 


agcagctcct 


tggaggatgg 


ctgccatgcg 


gtgtgcgaaa 


ggacccaaat 


540 


ttctaccttt 


tagtctggtc 


cttcgacctg 


atgtgcacca 


cttgcggcgt 


ctcctttttc 


600 


gttaccttcg 


acaacctatt 


caatgtgatg 


cagggacatt 


tggtcatgca 


tttgggccat 


660 


cttgctcgcc 


agttttcggc 


catcgatcct 


cgacagagtt 


tgaccgatga 


gaagcgattc 


720 


tttgtggatc 


ttaggttatt 


agttcagagg 


cagcagcttc 


ttaatggatt 


gtgcagaaaa 


780 


tacaacgaca 


tctttaaagt 


ggccttcctg 


gtgagcaatt 


ttgtaggcgc 


cggttccctc 


840 


tgcttctacc 


tctttatgct 


ctcggagaca 


tcagatgtcc 


ttatcatcgc 


ccagtatata 


900 


ttacccactt 


tggtcctggt 


gggcttcaca 


tttgagattt 


gtctacgggg 


aacccaactg 


960 


y ctdctcty y *^y 




qqaatcqtcq 


ttgcgaagcc 


aggaatggta 


tttgggaagt 


1020 


aggcggtacc 


ggaagttcta 


tttgctctgg 


acgcaatatt 


gccagcgaac 


acagcaactg 


1080 


ggcgcctttg 


ggctaatcca 


agtcaatatg 


gtgcacttca 


ctgaaataat 


gcagctggcc 


1140 


tatagactct 


tcacttttct 


caaatctcat 








1170 



<210> 102 
<211> 390 
<212> PRT 

<213> Drosophila Melanogaster DOR99 
<400> 102 

Met Glu Glu Phe Leu Arg Pro Gin Met Phe Gin Glu Val Ala Gin Met 
15 10 15 

Val His Phe Gin Trp Arg Arg Asn Pro Val Asp Asn Ser Met Val Asn 
20 25 30 

Ala Ser Met Val Pro Phe Cys Leu Ser Ala Phe Leu Asn Val Leu Phe 
35 40 45 

Phe Gly Cys Asn Gly Trp Asp lie lie Gly His Phe Trp Leu Gly His 
50 55 60 

Pro Ala Asn Gin Asn Pro Pro Val Leu Ser lie Thr lie Tyr Phe Ser 
65 70 75 80 

lie Arg Gly Leu Met Leu Tyr Leu Lys Arg Lys Glu lie Val Glu Phe 
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85 



90 



95 



Val Asn Asp Leu Asp Arg Glu Cys Pro Arg Asp Leu Val Ser Gin Leu 
100 105 110 

Asp Met Gin Met Asp Glu Thr Tyr Arg Asn Phe Trp Gin Arg Tyr Arg 
115 120 125 

Phe He Arg He Tyr Ser His Leu Gly Gly Pro Met Phe Cys Val Val 
130 135 140 

Pro Leu Ala Leu Phe Leu Leu Thr His Glu Gly Lys Asp Thr Pro Val 
145 150 155 160 

Ala Gin His Glu Gin Leu Leu Gly Gly Trp Leu Pro Cys Gly Val Arg 
165 170 175 

Lys Asp Pro Asn Phe Tyr Leu Leu Val Trp Ser Phe Asp Leu Met Cys 
180 185 190 

Thr Thr Cys Gly Val Ser Phe Phe Val Thr Phe Asp Asn Leu Phe Asn 
195 200 205 

Val Met Gin Gly His Leu Val Met His Leu Gly His Leu Ala Arg Gin 
210 215 220 

Phe Ser Ala He Asp Pro Arg Gin Ser Leu Thr Asp Glu Lys Arg Phe 
225 230 235 240 

Phe Val Asp Leu Arg Leu Leu Val Gin Arg Gin Gin Leu Leu Asn Gly 
245 250 255 

Leu Cys Arg Lys Tyr Asn Asp He Phe Lys Val Ala Phe Leu Val Ser 
260 265 270 

Asn Phe Val Gly Ala Gly Ser Leu Cys Phe Tyr Leu Phe Met Leu Ser 
275 280 285 

Glu Thr Ser Asp Val Leu He He Ala Gin Tyr He Leu Pro Thr Leu 
290 295 300 

Val Leu Val Gly Phe Thr Phe Glu He Cys Leu Arg Gly Thr Gin Leu 
305 310 315 320 

Glu Lys Ala Ser Glu Gly Leu Glu Ser Ser Leu Arg Ser Gin Glu Trp 
325 330 335 

Tyr Leu Gly Ser Arg Arg Tyr Arg Lys Phe Tyr Leu Leu Trp Thr Gin 
340 345 350 

Tyr Cys Gin Arg Thr Gin Gin Leu Gly Ala Phe Gly Leu He Gin Val 
355 360 365 

Asn Met Val His Phe Thr Glu He Met Gin Leu Ala Tyr Arg Leu Phe 
370 375 380 
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Thr Phe Leu Lys Ser His 
385 390 

<210> 103 

<211> 1917 

<212> DNA 

<213> Drosophila Melanogaster DORA45 

<400> 103 



ggcacgagct 


ggttccggaa 


agcctcatat 


ctcgtatctt 


aaagtatccc 


ggttaagcct 


60 


taaagagtga 


aatgattgcc 


tagacgattg 


ctgcattact 


ggcactcaat 


taacccaagt 


120 


gtaccagaca 


acaattacat 


ttgtattttt 


aaagttcaat 


agcaaggatg 


acaacctcga 


180 


tgcagccgag 


caagtacacg 


ggcctggtcg 


ccgacctgat 


gcccaacatc 


cgggcgatga 


240 


agtactccgg 


cctgttcatg 


cacaacttca 


cgggcggcag 


tgccttcatg 


aagaaggtgt 


300 


actcctccgt 


gcacctggtg 


ttcctcctca 


tgcagttcac 


cttcatcctg 


gtcaacatgg 


360 


ccctgaacgc 


cgaggaggtc 


aacgagctgt 


cgggcaacac 


gatcacgacc 


ctcttcttca 


420 


cccactgcat 


cacgaagttt 


atctacctgg 


ctgttaacca 


gaagaatttc 


tacagaacat 


480 


tgaatatatg 


gaaccaggtg 


aacacgcatc 


ccttgttcgc 


cgagtcggat 


gctcgttacc 


540 


attcgatcgc 


ac tggcgaag 


atgaggaagc 


tgttctttct 


ggtgatgctg 


accacagtcg 


600 


cctcggccac 


cgcctggacc 


acgatcacct 


tctttggcga 


cagcgtaaaa 


atggtggtgg 


660 


accatgagac 


gaactccagc 


atcccggtgg 


agataccccg 


gctgccgatt 


aagtccttct 


720 


acccgtggaa 


cgccagccac 


ggcatgttct 


acatgatcag 


ctttgccttt 


cagatctact 


780 


acgtgctctt 


ctcgatgatc 


cactccaatc 


tatgcgacgt 


gatgttctgc 


tcttggctga 


840 


tattcgcctg 


cgagcagctg 


cagcacttga 


agggcatcat 


gaagccgctg 


atggagctgt 


900 


ccgcctcgct 


ggacacctac 


aggcccaact 


cggcggccct 


cttcaggtcc 


ctgtcggcca 


960 


actccaagtc 


ggagctaatt 


cataatgaag 


aaaaggatcc 


cggcaccgac 


atggacatgt 


1020 


cgggcatcta 


cagctcgaaa 


gcggattggg 


gcgctcagtt 


tcgagcaccc 


tcgacactgc 


1080 


agtcctttgg 


cgggaacggg 


ggcggaggca 


acgggttggt 


gaacggcgct 


aatcccaacg 


1140 


ggctgaccaa 


aaagcaggag 


atgatggtgc 


gcagtgccat 


caagtactgg 


gtcgagcggc 


1200 


acaagcacgt 


ggtgcgactg 


gtggctgcca 


tcggcgatac 


ttacggagcc 


gccctcctcc 


1260 


tccacatgct 


gacctcgacc 


atcaagctga 


ccctgctggc 


ataccaggcc 


accaaaatca 


1320 


acggagtgaa 


tgtctacgcc 


ttcacagtcg 


tcggatacct 


aggatacgcg 


ctggcccagg 


1380 
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tgttccactt 


ttgcatcttt 


ggcaatcgtc 


tgattgaaga 


gagttcatcc 


gtcatggagg 


1440 


ccgcctactc 


gtgccactgg 


tacgatggct 


ccgaggaggc 


caagaccttc 


gtccagatcg 


1500 


tgtgccagca 


gtgccagaag 


gcgatgagca 


tatcgggagc 


gaaattcttc 


accgtctccc 


1560 


tggatttgtt 


tgcttcggtt 


ctgggtgccg 


tcgtcaccta 


ctttatggtg 


ctggtgcagc 


1620 


tcaagtaagt 


tgctgcgaag 


ctgatggatt 


tttgtaccag 


aaaagcgaat 


gccaagaagc 


1680 


cacctaccgc 


cccttgcccc 


ctccgcactg 


tgcaaccagc 


aatatcacag 


agcaattata 


1740 


acgcaaatta 


tatattttat 


acctgcgacg 


agcgagcctc 


gtggggcata 


atggagacat 


1800 


tctggggcac 


atagaagcct 


gcaaatactt 


atcgattttg 


tacacgcgta 


gagcttttaa 


1860 


tgtaaactca 


agatgcaaac 


taaataaatg 


tgtagtgaaa 


aaaaaaaaaa 


aaaaaaa 


1917 



<210> 104 
<211> 486 
<212> PRT 

<213> Drosophila Melanogaster DORA45 
<400> 104 

Met Thr Thr Ser Met Gin Pro Ser Lys Tyr Thr Gly Leu Val Ala Asp 
15 10 15 

Leu Met Pro Asn lie Arg Ala Met Lys Tyr Ser Gly Leu Phe Met His 
20 25 30 

Asn Phe Thr Gly Gly Ser Ala Phe Met Lys Lys Val Tyr Ser Ser Val 
35 40 45 

His Leu Val Phe Leu Leu Met Gin Phe Thr Phe lie Leu Val Asn Met 
50 55 60 

Ala Leu Asn Ala Glu Glu Val Asn Glu Leu Ser Gly Asn Thr lie Thr 
65 70 75 80 

Thr Leu Phe Phe Thr His Cys He Thr Lys Phe He Tyr Leu Ala Val 
85 90 95 

Asn Gin Lys Asn Phe Tyr Arg Thr Leu Asn He Trp Asn Gin Val Asn 
100 105 110 

Thr His Pro Leu Phe Ala Glu Ser Asp Ala Arg Tyr His Ser He Ala 
115 120 125 

Leu Ala Lys Met Arg Lys Leu Phe Phe Leu Val Met Leu Thr Thr Val 
130 135 140 

Ala Ser Ala Thr Ala Trp Thr Thr He Thr Phe Phe Gly Asp Ser Val 
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145 



150 



155 



160 



Lys Met Val Val Asp His Glu Thr Asn Ser Ser lie Pro Val Glu lie 
165 170 175 

Pro Arg Leu Pro lie Lys Ser Phe Tyr Pro Trp Asn Ala Ser His Gly 
180 185 190 

Met Phe Tyr Met lie Ser Phe Ala Phe Gin lie Tyr Tyr Val Leu Phe 
195 200 205 

Ser Met lie His Ser Asn Leu Cys Asp Val Met Phe Cys Ser Trp Leu 
210 215 220 

lie Phe Ala Cys Glu Gin Leu Gin His Leu Lys Gly He Met Lys Pro 
225 230 235 240 

Leu Met Glu Leu Ser Ala Ser Leu Asp Thr Tyr Arg Pro Asn Ser Ala 
245 250 255 

Ala Leu Phe Arg Ser Leu Ser Ala Asn Ser Lys Ser Glu Leu He His 
260 265 270 

Asn Glu Glu Lys Asp Pro Gly Thr Asp Met Asp Met Ser Gly He Tyr 
275 280 285 

Ser Ser Lys Ala Asp Trp Gly Ala Gin Phe Arg Ala Pro Ser Thr Leu 
290 295 300 

Gin Ser Phe Gly Gly Asn Gly Gly Gly Gly Asn Gly Leu Val Asn Gly 
305 310 315 320 

Ala Asn Pro Asn Gly Leu Thr Lys Lys Gin Glu Met Met Val Arg Ser 
325 330 335 

Ala He Lys Tyr Trp Val Glu Arg His Lys His Val Val Arg Leu Val 
340 345 350 

Ala Ala He Gly Asp Thr Tyr Gly Ala Ala Leu Leu Leu His Met Leu 
355 360 365 

Thr Ser Thr He Lys Leu Thr Leu Leu Ala Tyr Gin Ala Thr Lys He 
370 375 380 

Asn Gly Val Asn Val Tyr Ala Phe Thr Val Val Gly Tyr Leu Gly Tyr 
385 390 395 400 

Ala Leu Ala Gin Val Phe His Phe Cys He Phe Gly Asn Arg Leu He 
405 410 415 

Glu Glu Ser Ser Ser Val Met Glu Ala Ala Tyr Ser Cys His Trp Tyr 
420 425 430 

Asp Gly Ser Glu Glu Ala Lys Thr Phe Val Gin He Val Cys Gin Gin 
435 440 445 
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Cys Gin Lys Ala Met Ser lie Ser Gly Ala Lys Phe Phe Thr Val Ser 
450 455 460 

Leu Asp Leu Phe Ala Ser Val Leu Gly Ala Val Val Thr Tyr Phe Met 
465 470 475 480 

Val Leu Val Gin Leu Lys 
485 

<210> 105 
<211> 1317 
<212> DNA 

<213> Drosophila melanogaster D0R44 



<400> 105 



atgaagagca 


cattcaagga 


agaaaggatt 


aaggacgact 


ccaagcgtcg 


cgacctgttt 


60 


gtattcgtga 


ggcaaaccat 


gtgtatagcg 


gccatgtatc 


ccttcggtta 


ctacgtgaat 


120 


ggatctggag 


tcctggccgt 


tctggtgcga 


ttctgtgact 


tgacctacga 


gctctttaac 


180 


tacttcgttt 


cggtacacat 


agctggcctg 


tacatctgca 


ccatctacat 


caactatggg 


240 


caaggcgatt 


tggacttctt 


cgtgaactgt 


ttgatacaaa 


ccattattta 


tctgtggaca 


300 


atagcgatga 


aactctactt 


tcggaggttc 


agacctggtt 


tgttgaatac 


cattctgtcc 


360 


aacatcaatg 


atgagtacga 


gacacgttcg 


gctgtgggat 


tcagtttcgt 


cacaatggcg 


420 


ggatcctatc 


ggatgtccaa 


gctatggatc 


aaaacctatg 


tgtattgctg 


ctacataggc 


480 


accattttct 


ggctggctct 


tcccattgcc 


taccgggata 


ggagtcttcc 


tcttgcctgc 


540 


tggtatccct 


ttgactatac 


acaacccggt 


gtctatgagg 


tagtgttcct 


tctccaggcg 


600 


atgggacaga 


tccaagtggc 


cgcatccttt 


gcctcctcca 


gtggcctgca 


tatggtgctt 


660 


tgtgtgctga 


tatcagggca 


gtacgatgtc 


ctcttttgca 


gtctcaagaa 


tgtattagcc 


720 


agcagctatg 


tccttatggg 


agccaatatg 


acggaactga 


atcaattgca 


ggctgagcaa 


780 


tctgcggccg 


atgtcgagcc 


aggtcagtat 


gcttactccg 


tggaggagga 


gacacctttg 


840 


caagaacttc 


taaaagttgg 


gagctcaatg 


gacttctcct 


ccgcattcag 


gctgtctttt 


900 


gtgcggtgca 


ttcagcacca 


tcgatacata 


gtggcggcac 


tgaagaaaat 


tgagagtttc 


960 


tacagtccca 


tatggttcgt 


gaagattggc 


gaagtcacct 


ttcttatgtg 


cctggtagcc 


1020 


ttcgtctcca 


cgaagagcac 


cgcggccaac 


tcattcatgc 


gaatggtctc 


cttgggccag 


1080 


tacctgctct 


tagttctcta 


cgagctgttc 


atcatctgct 


acttcgcgga 


catcgttttt 


1140 


cagaacagcc 


agcggtgcgg 


tgaagccctc 


tggcgaagtc 


cttggcagcg 


acatttgaag 


1200 
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gatgttcgca gtgattacat gttctttatg ctgaattccc gcaggcagtt ccaacttacg 1260 
gccggaaaaa taagcaatct aaacgtggat cgtttcagag gggtgggtat ccttact 1317 



<210> 106 
<211> 439 
<212> PRT 

<213> Drosophila melanogaster DOR44 
<400> 106 

Met Lys Ser Thr Phe Lys Glu Glu Arg lie Lys Asp Asp Ser Lys Arg 
15 10 15 

Arg Asp Leu Phe Val Phe Val Arg Gin Thr Met Cys He Ala Ala Met 
20 25 30 

Tyr Pro Phe Gly Tyr Tyr Val Asn Gly Ser Gly Val Leu Ala Val Leu 
35 40 45 

Val Arg Phe Cys Asp Leu Thr Tyr Glu Leu Phe Asn Tyr Phe Val Ser 
50 55 60 

Val His He Ala Gly Leu Tyr He Cys Thr lie Tyr He Asn Tyr Gly 
65 70 75 80 

Gin Gly Asp Leu Asp Phe Phe Val Asn Cys Leu He Gin Thr He He 
85 90 95 

Tyr Leu Trp Thr He Ala Met Lys Leu Tyr Phe Arg Arg Phe Arg Pro 
100 105 110 

Gly Leu Leu Asn Thr He Leu Ser Asn He Asn Asp Glu Tyr Glu Thr 
115 120 125 

Arg Ser Ala Val Gly Phe Ser Phe Val Thr Met Ala Gly Ser Tyr Arg 
130 135 140 

Met Ser Lys Leu Trp He Lys Thr Tyr Val Tyr Cys Cys Tyr He Gly 
145 150 155 160 

Thr He Phe Trp Leu Ala Leu Pro He Ala Tyr Arg Asp Arg Ser Leu 
165 170 175 

Pro Leu Ala Cys Trp Tyr Pro Phe Asp Tyr Thr Gin Pro Gly Val Tyr 
180 185 190 

Glu Val Val Phe Leu Leu Gin Ala Met Gly Gin He Gin Val Ala Ala 
195 200 205 

Ser Phe Ala Ser Ser Ser Gly Leu His Met Val Leu Cys Val Leu He 
210 215 220 
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Ser Gly Gin Tyr Asp Val Leu Phe Cys Ser Leu Lys Asn Val Leu Ala 
225 230 235 240 



Ser Ser Tyr Val Leu Met Gly Ala Asn Met Thr Glu Leu Asn Gin Leu 
245 250 255 

Gin Ala Glu Gin Ser Ala Ala Asp Val Glu Pro Gly Gin Tyr Ala Tyr 
260 265 270 

Ser Val Glu Glu Glu Thr Pro Leu Gin Glu Leu Leu Lys Val Gly Ser 
275 280 285 

Ser Met Asp Phe Ser Ser Ala Phe Arg Leu Ser Phe Val Arg Cys lie 
290 295 300 

Gin His His Arg Tyr lie Val Ala Ala Leu Lys Lys lie Glu Ser Phe 
305 310 315 320 

Tyr Ser Pro lie Trp Phe Val Lys lie Gly Glu Val Thr Phe Leu Met 
325 330 335 

Cys Leu Val Ala Phe Val Ser Thr Lys Ser Thr Ala Ala Asn Ser Phe 
340 345 350 

Met Arg Met Val Ser Leu Gly Gin Tyr Leu Leu Leu Val Leu Tyr Glu 
355 360 365 

Leu Phe lie lie Cys Tyr Phe Ala Asp lie Val Phe Gin Asn Ser Gin 
370 375 380 

Arg Cys Gly Glu Ala Leu Trp Arg Ser Pro Trp Gin Arg His Leu Lys 
385 390 395 400 

Asp Val Arg Ser Asp Tyr Met Phe Phe Met Leu Asn Ser Arg Arg Gin 
405 410 415 

Phe Gin Leu Thr Ala Gly Lys lie Ser Asn Leu Asn Val Asp Arg Phe 
420 425 430 

Arg Gly Val Gly lie Leu Thr 





435 


<210> 


107 


<211> 


363 


<212> 


PRT 


<213> 


DROSOPHILA 


<400> 


107 



Met Gly His Lys Asp Asp Met Asp Ser Thr Asp Ser Thr Ala Leu Ser 
15 10 15 

Leu Lys His lie Ser Ser Leu lie Phe Val lie Ser Ala Gin Tyr Pro 
20 25 30 
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Leu lie Ser Tyr Val Ala Tyr Asn Arg Asn Asp Met Glu Lys Val Thr 
35 40 45 



Ala Cys Leu Ser Val Val Phe Thr Asn Met Leu Thr Val lie Lys lie 
50 55 60 

Ser Thr Phe Leu Ala Asn Arg Lys Asp Phe Trp Glu Met lie His Arg 
65 70 75 80 

Phe Arg Lys Met His Glu Gin Cys Lys Tyr Arg Glu Gly Leu Asp Tyr 
85 90 95 

Val Ala Glu Ala Asn Lys Leu Ala Ser Phe Leu Gly Arg Ala Tyr Cys 
100 105 110 

Val Ser Cys Gly Leu Thr Gly Leu Tyr Phe Met Leu Gly Pro lie Val 
115 120 125 

Lys lie Gly Val Cys Arg Trp His Gly Thr Thr Cys Asp Lys Glu Leu 
130 135 140 

Pro Met Pro Met Lys Phe Pro Phe Asn Asp Leu Glu Ser Pro Gly Tyr 
145 150 155 160 

Glu Val Cys Phe Leu Tyr Thr Val Leu Val Thr Val Val Val Val Ala 
165 170 175 

Tyr Ala Ser Ala Val Asp Gly Leu Phe He Ser Phe Ala He Asn Leu 
180 185 190 

Arg Ala His Phe Gin Thr Leu Gin Arg Gin He Glu Asn Trp Glu Phe 
195 200 205 

Pro Ser Ser Glu Pro Asp Thr Gin lie Arg Leu Lys Ser He Val Glu 
210 215 220 

Tyr His Val Leu Leu Leu Ser Leu Ser Arg Lys Leu Arg Ser He Tyr 
225 230 235 240 

Thr Pro Thr Val Met Gly Gin Phe Val He Thr Ser Leu Gin Val Gly 
245 250 255 

Val He He Tyr Gin Leu Val Thr Asn Met Asp Ser Val Met Asp Leu 
260 265 270 

Leu Leu Tyr Ala Ser Phe Phe Gly Ser He Met Leu Gin Leu Phe He 
275 280 285 

Tyr Cys Tyr Gly Gly Glu He He Lys Ala Glu Ser Leu Gin Val Asp 
290 295 300 

Thr Ala Val Arg Leu Ser Asn Trp His Leu Ala Ser Pro Lys Thr Arg 
305 310 315 320 

Thr Ser Leu Ser Leu He He Leu Gin Ser Gin Lys Glu Val Leu He 
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325 



330 



335 



Arg Ala Gly Phe Phe Val Ala Ser Leu Ala Asn Phe Pro Tyr Arg Leu 
340 345 350 

lie Thr Leu lie Lys Ser lie Asp Ser lie Cys 
355 360 

<210> 108 

<211> 411 

<212> PRT 

<213> Drosophila Melanogaster DOR37 
<220> 

<221> UNSURE 

<222> (243) . . (243) 

< 2 2 3 > Unknown 



<220> 

<2 21> UNSURE 

<222> (256) . . (256) 

< 2 2 3 > Unknown 



<400> 108 

Lys Val Asp Ser 
1 

lie Met Gly lie 
20 

Tyr Thr Ala Tyr 
35 

Trp Val Ser Phe 
50 

Phe Cys Glu Ser 
65 

Lys Leu lie Asn 



Trp Leu Leu Arg 
100 

Gin lie lie Met 
115 

lie Phe Arg Gly 
130 

Ser Ala Ser Ser 



Thr Arg Ala Leu 
5 

His Pro Pro Gly 



Ser Met Val Trp 
40 

Ser Val Asn Leu 
55 

Leu Cys Val Thr 
70 

Val Arg Arg Met 
85 

Leu Leu Asp Lys 



Ala Gly lie Glu 
120 

Leu Ala Cys Thr 
135 

Glu Pro Thr Leu 



Val Asn His Trp 
10 

Lys Arg Thr Phe 
25 

Asn Val Thr Phe 



Leu Gin Ser Asn 
60 

Met Pro His Thr 
75 

Arg Gly Gin Met 
90 

Arg Leu Gly Cys 
105 

Arg Ala Glu Phe 



Val Val Leu Gly 
140 

Met Tyr Pro Thr 



Arg lie Phe Arg 
15 

Trp Gly Arg His 
30 

His lie Cys lie 
45 

Ser Leu Glu Thr 



Leu Tyr Met Leu 
80 

lie Ser Ser His 
95 

Asp Asp Glu Arg 
110 

lie Phe Arg Thr 
125 

He He Tyr He 



Trp He Pro Trp 
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145 150 155 160 

Asn Trp Arg Asp Ser Thr Ser Ala Tyr Leu Ala Thr Ala Met Leu His 
165 170 175 

Thr Thr Ala Leu Met Ala Asn Ala Thr Leu Val Leu Asn Leu Ser Ser 
180 185 190 

Tyr Pro Gly Thr Tyr Leu lie Leu Val Ser Val His Thr Lys Ala Leu 
195 200 205 

Ala Leu Arg Val Ser Lys Leu Gly Tyr Gly Ala Pro Leu Pro Ala Val 
210 215 220 

Arg Met Gin Ala lie Leu Val Gly Tyr lie His Asp His Gin lie lie 
225 230 235 240 

Leu Arg Xaa Val Ser Gly Asn Leu lie Ser Gin Cys Lys Asn Phe Xaa 
245 250 255 

Ser lie Ser Gly Val Leu Thr Phe lie Glu Arg Arg Met Tyr Thr His 
260 265 270 

Phe Gly Val Pro Asn He Phe He Val He Glu Asp Tyr Tyr He Leu 
275 280 285 

Phe Leu Asn Tyr Ser Leu Phe Lys Ser Leu Glu Arg Ser Leu Ser Met 
290 295 300 

Thr Cys Phe Leu Gin Phe Phe Ser Thr Ala Cys Ala Gin Cys Thr He 
305 310 315 320 

Cys Tyr Phe Leu Leu Phe Gly Asn Val Gly He Met Arg Phe Met Asn 
325 330 335 

Met Leu Phe Leu Leu Val He Leu Thr Thr Glu Thr Leu Leu Leu Cys 
340 345 350 

Tyr Thr Ala Glu Leu Pro Cys Lys Glu Gly Glu Ser Leu Leu Thr Ala 
355 360 365 

Val Tyr Ser Cys Asn Trp Leu Ser Gin Ser Val Asn Phe Arg Arg Leu 
370 375 380 

Leu Leu Leu Met Leu Ala Arg Cys Gin He Pro Met He Leu Val Ser 
385 390 395 400 

Gly Val He Val Pro He Ser Met Lys Thr Phe 
405 410 
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